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ABOUT GLIIFCA 

GREAT LAKES INTERNATIONAL IMAGING AND FLOW CYTOMETRY 

ASSOCIATION, INC. 

EIN# 16-1545169 

The Great Lakes International Imaging and Flow Cytometry Association (GLIIFCA) was started in 1992 by 

Carleton and Sigrid Stewart and Alex Nakeff, and fosters the interaction of professionals from Great Lakes 

region (U.S. states of Illinois, Indiana, Michigan, Minnesota, New York, Ohio, Pennsylvania and Wisconsin as 

well as the Canadian province of Ontario) with interests in flow and image cytometry. GLIIFCA organizes 

affordable annual meetings allowing the Great Lakes region cytometrists to learn about the latest 

developments in cytometry and related fields, network with colleagues, and share the excitement about their 

research. 

THE HISTORY OF GLIIFCA - WRITTEN BY CARLETON C. STEWART 

In 1992 GLIIFCA began as... GLIFCA (the Great Lakes International Flow Cytometry Association - the word 

Imaging was added in 1993) and was first part of an outreach program for a Clinical Cancer Resource Grant 

that I was writing at Roswell Park Cancer Institute in Buffalo, NY. I had been thinking and discussing forming 

an organization that would primarily focus on young investigators and technologists doing research in cancer 

using imaging and flow cytometry. The established leaders in each of these fields were invited to form the first 

Steering Committee. Carleton C. Stewart was elected first President, Alexander Nakeff first Vice President, 

Sigrid Stewart, first Secretary/Treasurer and James Jacobberger first Educational Officer. Alan Landay and 

Maurice O'Gorman were to be the Scientific Chairs for the next meeting which was held October 1 - 3, 1993 at 

the Hotel St. Regis in Detroit, MI. Other members of the Steering Committee were Paul Robinson, Waclaw Jaszcz, 

David Hedley, Betsy Ohlsson-Wilhelm and James Leary. This Steering Committee was established to help 

determine the policies of the organization, maintain a budget, and create the program for the annual meeting. 

In addition to funding for this organization by the grant, I envisioned participation by the vendors as equal 

members of GLIIFCA. The reps from each company were instrumental in passing the word to their customers 

throughout the capture area. And you know the rest of the story... 

Our first meeting of the Great Lakes International Flow Cytometry Association was held September 25 - 27, 

1992 at the Hotel St. Regis in Detroit, MI: The meeting was an overwhelming success. The scientific agenda 

included sessions on Immunophenotyping, tumor biology and instrumentation. Over 130 charter members, 

some of which had never attended a flow meeting before, were able to attend because the total cost per person 

amounted to under $150 including registration and accommodations. Because of the central location of Detroit 

to the Great Lakes Region most people were able to carpool. The meeting started with a well-attended reception 

on Friday evening with food and an open bar sponsored by Becton Dickinson Immunocytometry Systems. On 

Saturday the Flowdown, sponsored by Coulter Cytometry, was thoroughly enjoyed by all. Most participants 

stayed until the very end. The greatest single state/province represented was Ontario, Canada. US charter 

members were from Michigan, Indiana, Minnesota, Illinois, Ohio, New York, Pennsylvania, Wisconsin and New 

Jersey. We even had two guests from Russia, which truly made this an international event. While our main 

region of emphasis is the Great Lakes, we welcome our colleagues from across the land to participate. 
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GLIIFCA 34 SPONSORS 

The GLIIFCA 34 meeting is kindly supported by: 

● Gold Sponsors 

o Particle Metrix 

o Proteintech 

o Revvity 

● Silver Sponsors 

o Agilent Technologies 

o BD Biosciences 

o Beckman Coulter 

o Curiox 

o Cytek 

o Miltenyi Biotec 

● Bronze Sponsors 

o Bio-Rad 

o BD Biosciences 

o Dotmatics 

o FluoroFinder 

o Leinco Technologies 

o Sperotech Inc 

o SONY 

o Thermo Fisher Scientific 

o Union BioMetrica 

o Yokogawa 

● Promo Sponsors 

o Bang Laboratories 

o Standard Biotools 

o Terraflow 

 

 

First Time Attendee gift items sponsored by: 

● Bang Laboratories 

● BD Biosciences 

● Cytek Biosciences 

● SONY 

● Revvity 

● Union BioMetrica 

Tech Talks Raffle Prizes Sponsored by: 

● Beckman Coulter 

● Spherotech Inc 

● Standard Biotools 
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CONFERENCE PROGRAM 

FRIDAY 
Welcome to Day 1 (Beane Hall – 13th Floor) 

8:00 AM – 9:00 AM 
Registration, Breakfast 

8:45 AM – 9:00 AM 
Welcome Address, David Leclerc (GLIIFCA President) 

 
GLIIFCA 34 CYTOMETRY SUPPORT GROUP I (BEANE HALL) 
These panel lead group discussions offer perspectives on the challenges of communication, as well as 
presenting some useful concepts to navigate the new environment created by the current administration.   
Attendees can share with colleagues the tools they use to set themselves up for success as well as discuss the 
importance of data clean up and their preferred methods to do so.   Attendees are encouraged to bring their 
own concerns for an open discussion on these topics.  Come prepared to actively participate in this workshop.  
We look forward to learning from everyone’s perspective and experiences.   

 
9:00 AM – 9:05 AM Welcome and Introductions from the organizing committee: Kathryn Fox, Steven 

Polter, Victoria Smith, Celine Lages, Ann Marie DesLauriers-Cox and Daniel 

Vocelle. 

9:05 AM – 9:45 AM  Communicating Effectively: What Works Well and What does not. Kathryn Fox, 

UWCCC Flow Cytometry Laboratory 

9:45 AM – 10:30 AM Primed and Pre-charged: Readymade Resources for Core Laboratory. Steve Polter, 

CART / Center for Advanced Research Technologies 

 

MEET-AND-GREET (REGENTS HALL – 16TH FLOOR) 

10:30AM – 11:00 AM 
First break of the day – meet other attendees and exhibitors 

 

Flash Talks (Beane Hall) 
Moderator: Derek Jones 

11:00 AM – 11:15 AM Evaluation Toolbox for the BD FACSDiscover™ S8 Cell Sorter. Fanf Fang, Memorial 

Sloan Kettering Cancer Center 

11:15 AM – 11:30 AM Deep Immunophenotyping of Asthma and Asthma Severity: Utilizing the 40-color 
full-spectrum flow cytometry OMIP-069 Panel. Neha Solanki, Cleveland Clinic 

 
 

LUNCHTIME / ROUNDTABLE WORKSHOPS (BEANE HALL) 

Workshop Organizers: Sherry Thornton, Cincinnati Children's Hospital Medical Center 

Galina Petrova, Medical College of Wisconsin 

11:30 AM – 1:00 PM Multiple parallel roundtable workshops (see program for details) 
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EXHIBITOR TECH TALKS (BEANE HALL) 

Session Chair: Bert Ladd  

1:00 PM – 1:10 PM Welcome 

1:10 PM – 1:15 PM Expanding Research Horizons with CytoFLEX Mosaic Spectral Flow Cytometry. 

Justin Meyers, Beckman Coulter 

1:17 PM – 1:22 PM Agilent Technologies: Solutions for all Laboratory Needs. Erin Mcclelland, Agilent 

Technologies 

1:25 PM – 1:30 PM From Spectrum to Insight: Innovations Driving Higher-Dimensional Flow 

Cytometry. Aaron Tyznik, BD Biosciences 

1:32 PM – 1:37 PM Cytek® Cloud: Streamlining Your Experimental Workflow From Panel Design To 

Data Analysis. Joel Crespo, Cytek Biosciences 

1:40 PM – 1:45 PM MACSQuant® Tyto® Lux Cell Sorter: unlock endless sorting possibilities. Allie 

Guiang, Miltenyi Biotec 

1:47 PM – 1:52 PM Curiox C-FREE™ Pluto Code™: Enabling Fully Automated, Reproducible Antibody 

Cocktail and Sample Preparation in High-Parameter Flow Cytometry. Basile 

Siewe, Curiox Biosystems 

 

SESSION 1: EMBARKING ON THE CYTOMETRY SEA: TOOLS, TRAPS, AND TRUTHS  (BEANE HALL) 

Session Chair: Jessica Back 

2:00 PM – 2:10 PM Bright Ideas in Fluorescence: BioLegend's New Dyes for High-Dimensional Flow. 

Kim Cardenas / Erica Hasten, Revvity 

2:10 PM – 2:40 PM Automating Cytometry Workflows for Sample Processing, Acquisition, and Analysis. 

Ryan Duggan, Abbvie 

2:40 PM – 3:10 PM When 10K Cells Is Powerless and the MFI Is Meaningless: Sample Size and 

Distributional Considerations in Flow Cytometry. Zach Madaj, Van Andel Institute 

3:10 PM – 3:40 PM Add this Guidebook to your Toolbox – Polymer Particles – Structure and Function. 

Michael Collis, Spherotech 

BREAK (REGENTS HALL) 

3:40PM – 4:10PM Go see the exhibitors again, buy instrument and reagents. And drink coffee. 

THE 2025 CARLETON AND SIGRID STEWART KEYNOTE LECTURE (BEANE HALL) 

Session Chair: David Leclerc 

4:10PM – 5:10 PM Cell indexing and sorting as a means to bridge single cell genomics to cell behaviors. 

Heather Marlow, University of Chicago 
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WINE AND CHEESE OPENING RECEPTION (REGENTS HALL) SPONSORED BY  
5:00PM – 7:00 PM Socialize with your new friends, talk to the lovely exhibitors and buy instruments 

and reagents, and visit the Job Seeker Kiosk for a discussion with (Name TBA) on 

Resume building best practices and interview tips and tricks, and get a Headshot 

picture from acclaimed photographer Karen Rowan.  

SATURDAY  

WELCOME TO DAY 2 (BEANE HALL) 
8:00 AM 9:00 AM Breakfast 

 

GLIIFCA 34 CYTOMETRY SUPPORT GROUP I (BEANE HALL) 

9:00 AM – 9:05 AM Welcome and Introductions from the organizing committee: Kathryn Fox, Steven 

Polter, Victoria Smith, Celine Lages, Ann Marie DesLauriers-Cox and Daniel 

Vocelle. 

9:05 AM – 9:45 AM  Chocolates and Other Stress Relievers,  Ways to Cope with the “new administration”. 

Ann Marie DesLauriers-Cox, University of Michigan 

9:30 AM – 10:30 AM The Good The Bad and The Post Unmixing Compensation. David Leclerc, University 

of Chicago 

BREAK (REGENTS HALL) 

10:30 AM – 11:00PM Another opportunity to express your appreciation to our most excellent 

exhibitors! Plus coffee! 

 
Flash Talks (Beane Hall) 

Moderator: Derek Jones 

11:00 AM – 11:15 AM Integrative Cell Identification Reveals Human Recent Thymic Emigrants Across 

Multiomic Platforms. Pavla Bohacova, Washington University 

11:15 AM – 11:30 AM Synonymous Substitutions Reduce Per-cell GFP Fluorescence. Disha Patel, Notre 
Dame 

 
LUNCHTIME / ROUNDTABLE WORKSHOPS (BEANE HALL) 

Workshop Organizers: Sherry Thornton, Cincinnati Children's Hospital Medical Center 

Galina Petrova, Medical College of Wisconsin 

11:30 AM – 1:00 PM Multiple parallel roundtable workshops (see program for details) 
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SESSION 2: SINGLE CELLS, BIG BRIDGES  (BEANE HALL) 

 

Session Chair: Matthew Cochran 

1:00 PM – 1:10 PM FcZero-rAb™ flow cytometry reagents engineered for greater precision. Mengsha 

Gong, Proteintech 

1:10 PM – 1:50 PM Connecting Chemical Structure to Single Cell Signaling Profiles. Hannah Thirman, 

Vanderbilt University/University of Colorado-Anchutz 

1:50 PM – 2:30 PM Bridging preclinical and clinical immunotherapy evaluation through functional 

tumor modeling in TIvatar. Kristen Shema, University of Chicago 

BREAK (REGENTS HALL) 

 

2:30 PM – 3:00PM This is the Go-hug-your-favorite-exhibitor-before-they-leave-break. You won’t 

get a chance to see them until the next meeting! 

 

SESSION 3: SIGNAL, NOT SEDUCTION: STAYING SMART IN THE AGE OF DATA VISUALIZATION (BEANE 

HALL) 

Session Chair: Christiane Hassel 

3:00 PM – 3:10 PM Enhanced Nanoparticle and Fluorescence Tracking with the ZetaView® X40: 

Technical Innovations and Application Examples. Ray Eby, Particle Metrix 

3:10 PM – 3:50 PM Seeing is not believing: Why microscopy data should be quantified. Kristin Gallik, 

Van Andel Institute 

3:50 PM – 4:30 PM Integrating Spectral Flow Panels with ScRNA-Seq data: Beyond Clustering and 

UMAPs for Single Cell Phenotyping. Michael Andrade, University of Chicago 

4:30 – 11:00 PM Closing Remarks, David Leclerc 

 

Closing Event at Lucky Strike sponsored by  
8:00 PM – 10:00 PM Fun times at Lucky Strike 322 E. Illinois St. Good healthy family fun.  
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GLIIFCA 34 ROUNDTABLE LUNCH WORKSHOPS 
 

DAY 1 (Friday, September 19th, 2025) 
 

Topic 1. Instrument Service - Contracts and Alternative Options (Christianne Hassel, 
Indiana University and Matthew Cochran, University of Rochester Medical Center) 
 
Is Your Service Contract Serving You? Are you getting real value from your flow cytometer service contract, or 
just paying for peace of mind? This discussion will explore common contract structures, hidden costs, and 
whether alternatives like pay-per-service, in-house expertise, or third-party providers might serve your lab 
better. 

 
Topic 2. Careers Pathways: Navigating a Future in Cores and Industry (Rebecca 
Bultema, BD Biosciences).  
 
Industry, Academia or Other? Typically, a job in Flow Cytometry and Imagining was not in most people’s 
plans as a career. After discovering how fun it is, many people have stayed and found it a rewarding field. The 
Cytometry and Imaging fields have rapidly evolved into a competitive market with many different options for 
employment. At this round table, we will discuss options as well as the pros and cons of these options. Are 
there jobs beyond academia and what are they? Join us as we share everyone’s thoughts, ideas, and 
experiences. 

 
Topic 3. Imaging – Seeing is Believing (Robert Ladd, Loyola University Chicago)   
 
Imaging enabled cytometers produce morphometric data that can be integrated with standard fluorescence 
parameters. During this roundtable, we will discuss how these features enable researchers to enhance data 
accuracy, precision, and gain novel insights into their samples. We will discuss specific assay use and benefits 
for every researcher in the lab.  

 
Topic 4. Setting up a Cytometer for Nanoscale Analysis (Daniel Vocelle, St. Jude 
Children’s Hospital, Monica Delay, Cytek Biosciences). 
 
Are you interested in running submicron particles in your SRL or do you need to troubleshoot a difficult 
researcher assay? We will discuss current methods employed at our institutions for the analysis and sorting 
of small particles. Topics will include best practices, protocol optimization, instrument set up and controls, 
and general troubleshooting. Examples of tech notes, protocols, and surveys will be made available.  

 
Topic 5. High Parameter Data Analysis: Helping Users Get Started (Michael Andrade, 
University of Chicago)  
 
Are you interested in generating high parameter cytometry data to phenotype cells? Are you in charge of 
transitioning your lab or establishing cell-isolation protocols to high-parameter cytometry collection? What 
are some considerations before making the switch? What are the pros and cons to not only switching but 
expanding your measured parameters? In this roundtable discussion we will begin by accounting for the 
benefits and the caveats of high parameter cytometry and proceed to discussion of the quality control steps 
for most use cases before ending with general principles guiding the analysis of such datasets. 
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Topic 6. Massively Multiplexed: Using Cyclic Immunofluorescence (CycIF) for Spatial 
Profiling (Kristin Gallik, Van Andel Institute, and Jessica Back, Karmanos Cancer 
Institute, Wayne State University).  
 
Microscopy is the original spatial profiling technique but had been limited to imaging up to five fluorescence 
probes with standard emission and filter systems and upwards of a dozen probes with spectral systems. 
CycIF protocols break the probe limitation barrier allowing researchers to repeatedly stain their samples 
with new sets of probes and collect data for upwards of 100 different targets. Join our round table discussion 
on the applications of massively multiplexing IF techniques like CycIF and using microscopy for cellular 
spatial profiling. 

 
Topic 7. Assay Development and Troubleshooting – Design, Controls and Analysis 
(Ryan Duggan, AbbVie) 
 
In this roundtable we’ll discuss essential tips and tricks for efficient flow cytometry assay setup, maximizing 
information at each step along the way to achieve a robust and reproducible assay. We’ll highlight tools and 
methods for finding the best controls, quality antibodies, and trusted protocols all while allowing the data to 
inform next steps and needed adjustments on the fly. Come with your own tips to share with the group! 

 
Topic 8. New Instruments in the Field of Flow Cytometry (David Leclerc, University of 
Chicago) 
 
With a vast array of instrumentation on the market, selecting the right cytometer for a lab or shared resource 
facility can be challenging. We will discuss the features and capabilities of a wide range of flow cytometers 
from benchtop analyzers (conventional, spectral, imaging, or mass cytometers) to cell sorters (electrostatic or 
microfluidic-based). Join us to explore available technologies and factors to consider when selecting a new 
instrument.  

 
Topic 9. Modes of Communication: What Works Well and What Does Not (Kathryn 
Fox, University of Wisconsin Carbone Cancer Center, and Matthew Bernard, Michigan 
State University). 
 
Do you ever feel like you’re screaming into a void? Do you have important information to share, but can’t get 
it through to the right people? Let’s put our heads together and talk about strategies for communicating 
effectively with SRL staff members, researchers, administrators, and other stakeholders in and around the 
flow cytometry lab. 

 
 
 
 

DAY 2 (Saturday, September 20th, 2025) 
 

Topic 1. Instrument Service - Contracts and Alternative Options (David Leclerc, 
University of Chicago) 
 
Service and maintenance of flow cytometry equipment is one of the main drivers of the operation costs in a 
facility. This round-table discussion aims at providing some ideas on how to better control repairs costs. 
Attendees will be invited to discuss their experiences with a variety of tactics, including negotiation strategy 
with manufacturers, using service contract underwriters and 3rd party service groups, DIY repair and 
maintenance.  
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Topic 2. Careers pathways: navigating a future in Cores and Industry (Jessica Back, 
Carmane Cancer Center and Joel Crespo, Cytek Biosciences).  
 
The Cytometry and Imaging fields have rapidly evolved into a competitive market. It has become increasingly 
difficult to recruit and retain skilled staff. At this round table, we will discuss the importance of a career path 
and how it can be used to keep skilled staff engaged and how it can also be used as an important tool to 
recruit new staff. Does your facility offer a career path? If not, what are some steps to get a career path 
started? Join us as we share our ideas and experiences. 

 
Topic 3. Imaging – Seeing is Believing (Robert Ladd, Loyola University Chicago and 
Matthew Cohran, University of Rochester Medical Center)   
 
Imaging enabled cytometers produce morphometric data that can be integrated with standard fluorescence 
parameters. During this roundtable, we will discuss how these features enable researchers to enhance data 
accuracy, precision, and gain novel insights into their samples. We will discuss specific assay use and benefits 
for every researcher in the lab.  

 
Topic 4. Setting up a Cytometer for Nanoscale Analysis (Daniel Vocelle, St. Jude 
Children’s Hospital. 
Are you interested in running submicron particles in your SRL or do you need to troubleshoot a difficult 
researcher assay? We will discuss current methods employed at our institutions for the analysis and sorting 
of small particles. Topics will include best practices, protocol optimization, instrument set up and controls, 
and general troubleshooting. Examples of tech notes, protocols, and surveys will be made available.  

 
Topic 5. Uses of AI in Cytometry (Geoff Kraker, OMIQ/Dotmatics) 
Advancements in computational approaches, machine learning and AI in general are transforming various 
scientific disciplines and have the potential to significantly enhance the practice of cytometry. These 
developments can impact the entire research process, from experiment design and data acquisition to 
analysis and reporting of findings. This roundtable aims to facilitate discussions on the potential applications 
of AI in image and flow cytometry, microscopy, and single-cell data analysis. We will also examine AI’s role in 
reporting and peer review, as well as its potential to improve SRL operations, including panel design, 
scheduling, and resource management. Additionally, we will address ethical considerations related to AI, 
particularly in automated report generation, manuscript authoring, and peer review.  

 
Topic 6. Massively Multiplexed: Using Cyclic Immunofluorescence (CycIF) for Spatial 
Profiling (Kristin Gallik, Van Andel Institute).  
 
Microscopy is the original spatial profiling technique but had been limited to imaging up to five fluorescence 
probes with standard emission and filter systems and upwards of a dozen probes with spectral systems. 
CycIF protocols break the probe limitation barrier allowing researchers to repeatedly stain their samples 
with new sets of probes and collect data for upwards of 100 different targets. Join our round table discussion 
on the applications of massively multiplexing IF techniques like CycIF and using microscopy for cellular 
spatial profiling. 

 
Topic 7. Assay Development and Troubleshooting – Design, Controls and Analysis 
(Derek Jones, University of Pennsylvania, Zach Madaj, Van Andel Institute) 
 
Have you ever spent hours, days, or even weeks collecting and analyzing flow data only to ask yourself: are 
these results even real? As we’ve all likely experienced, experiments can go sideways for many reasons, with 
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some of the classics including: missing controls, weak statistical power, poor antibodies, and flawed analysis. 
At this roundtable, we’ll discuss these (and other) culprits behind unreliable results and share practical 
strategies for avoiding or resolving them. Come ready with your experiences, burning questions, and toughest 
challenges so that we can all leave with the confidence that our results will stand up to peer review! 

 
Topic 8. New Instruments in the Field of Flow Cytometry (Matthew Bernard, 
Michigan State University) 
With a vast array of instrumentation on the market, selecting the right cytometer for a lab or shared resource 
facility can be challenging. We will discuss the features and capabilities of a wide range of flow cytometers 
from benchtop analyzers (conventional, spectral, imaging, or mass cytometers) to cell sorters (electrostatic or 
microfluidic-based). Join us to explore available technologies and factors to consider when selecting a new 
instrument.  

 
Topic 9. Training new users: proficiency test, templates, protocols for the self-service 
on cytometers and cell sorters (Steve Polter, University of Rochester Medical Center, 
and Galina Petrova, Medical College of Wisconsin). 
 
Training new users could be challenging. We all have different learning styles and Core staff teaching style 
may not work for everyone. Holding in-person training sessions, providing links to the videos, websites, 
online courses, providing templates and detailed protocols on cytometers and cell sorters use looks like 
sufficient to train new users for the self-service. Nevertheless, how can we check that basic information has 
been received, and new users may start self-service without messing up their own experiments and chances 
of damaging shared instruments? 
Join us to have a conversation about group and individual training sessions, consultations, developing 
guidelines and detailed protocols on the cytometers and cell sorters use and about different ways to check if a 
new user is ready for the self-service. 
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GLIIFCA 34 PRESENTATION ABSTRACTS 
 

SCIENTIFIC SESSION 1 

EMBARKING ON THE CYTOMETRY SEA: TOOLS, TRAPS, AND TRUTHS 
 
Bright Ideas in Fluorescence: BioLegend's New Dyes for High-Dimensional Flow 
 
Kim Cardenas / Erica Hasten, Revvity 

 
Revvity and BioLegend present innovative life science solutions to enhance research workflows. Revvity, a 
global leader in life sciences and diagnostics, offers technologies spanning reagents, instruments, informatics, 
and services that enable scientific breakthroughs. During this presentation, Revvity will highlight the 
Cellometer® automated cell counting platform, delivering rapid, accurate cell viability assessment with 
intuitive software integration. BioLegend, part of the Revvity family, continues developing high-quality 
antibodies and reagents for immunology, neuroscience, and cell biology. BioLegend will introduce their latest 
fluorescent dyes, engineered for enhanced brightness, photostability, and multiplexing capabilities in flow 
cytometry and imaging applications. Together, these solutions demonstrate our commitment to empowering 
scientists with tools that streamline workflows and generate meaningful biological insights. 

 
 
Automating Cytometry Workflows for Sample Processing, Acquisition, and Analysis 
 
Ryan Duggan, Abbvie 
 
Automation has been a disrupting force across many industries throughout history and appears ripe for 
another level of exponential growth. Although sometimes thought of as a “double-edged sword,” bringing 
automation into the shared resource laboratory can prove to be part of the solution for stagnated growth. Due 
to the nature of short-term funding cycles, protocol variability and the perception of a lack of innovative 
freedom, the ‘automation gap’ seems to most strongly affect academic labs. We have slowly implemented 
several automation routines in our shared flow resource lab that increase efficiency, free up valuable 
technical staff time, and most importantly, reduce error and biohazard exposure, all while allowing for 
flexibility and innovation. These routines primarily fall within the robotics enabled automation milieu, but 
similar concepts can be extrapolated to data analysis, inventory, and training. A series of automation 
vignettes will be shared to spark creativity and discussion. 

 
Automating Cytometry Workflows for Sample Processing, Acquisition, and Analysis 
 
Zach Madaj, Van Andel Institute 
 
Flow cytometry delivers information-rich data, but statistical missteps can blur even well-designed 
experiments. Common pitfalls include making population-level inferences on 10,000 cells collected from a 
single sample and over-relying on mean fluorescence intensity (MFI), particularly in the presence of skewed 
or multimodal distributions. This session presents approachable modeling strategies that go beyond the 
normal distribution to support stronger inference in heterogeneous populations. We will also discuss key 
considerations for properly powering flow experiments. Whether sticking with MFI (when appropriate) or 
venturing into mixture models, attendees will leave with a practical framework for drawing more meaningful 
insights from their flow data. 
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Add this Guidebook to your Toolbox – Polymer Particles – Structure and Function 
 
Michael Collis, Spherotech 
 
Abstract : Spheres, particles, beads, what are we talking about?  Are they rulers?  Are they pliers?  Are they 
beacons?  How can better understanding them help us discern the big questions we have about the world 
around us?  Many of us in Flow use latex polystyrene particles every day.  They are efficient purification, 
diagnostic, validation, and instrument QC tools.  We rarely discuss how they are made, what properties they 
have, how they differ, and how these variances may support different goals we have in the lab and 
beyond.  Much of this may be review and much of this may be something you never thought to think 
about.  The Spherotech team invites you to meet Michael Collis, who will be explaining broadly and 
specifically how we synthesize the particles on your benchtop, and how you can maximize these microscopic 
marvels.  He will address and answer questions like - What is their polymer structure?  How does that relate 
to their physical and chemical properties?  How are they made fluorescent?  What is unique about 
compensation particles?  What makes a particle, a multiplex particle or kit?  What are the native functional 
groups on a PS particle?  How do we arrive at or produce particles with other functional groups?  How are 
these beads protein coated?  How are magnetic particles synthesized?  When looking in the Spherotech 
catalog - How do paramagnetic, superparamagnetic, and ferromagnetic particles differ?  What do we mean by 
crosslinked particles?  What do we mean by smooth particles?  What are the scenarios where a lab scientist 
may choose one over another?  Polymer vs Magnetic?  Smooth vs Crosslinked?  When would you want to 
utilize a 0.25 um, a 3 um, or a 30 um particle?  Essentially – we in the field always focus on our exciting 
research and solution developments, too many to list – biology, immunology, disease diagnostics - cells, EVs, 
viruses – or processes to elucidate new information like sandwich assay development, particle image 
velocimetry, or optical tweezing – and so many more – but we rarely talk about the particles themselves.  If 
you add these details, this quick functional guidebook – to the tools in your toolbox, you may be able to 
visualize, scheme, and build something better, to better realize your research and industry goals. 

 

 

2025 CARLETON AND SIGRID STEWART LECTURE 
 
Cell indexing and sorting as a means to bridge single cell genomics to cell behaviors 
 
Heather Marlow, University of Chicago 

 

 

 

 

SCIENTIFIC SESSION 2 

SINGLE CELLS, BIG BRIDGES 
 

FcZero-rAb™ flow cytometry reagents engineered for greater precision 
 
Mengsha Gong, Proteintech 
 
Antibodies are the foundation of flow cytometry panels, and antibody quality plays a critical role in data 
quality. Proteintech is proud to present the next generation of flow cytometry antibodies: FcZero-rAb. 
FcZero-rAb are recombinantly engineered to reduce background from non-specific binding, increase 
conjugation consistency, and use a universal isotype for the cleanest flow cytometry data yet. 
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Connecting Chemical Structure to Single Cell Signaling Profiles. 
 
Hannah Thirman, U Colorado/Vanderbilt 
 
A longstanding goal in preclinical drug discovery is to understand study structure-activity relationships (SAR) 
sufficiently to design molecules that elicit desirable biological activities. We hypothesize that SAR is presently 
limited by the amount of information provided by the biological assay. Multiplexed activity profiling (MAP) 
uses fluorescent cell barcoding and phospho-specific flow cytometry to measure hallmarks of cell biology. 
Combining these approaches, SAR-MAP can identify candidate structural features driving bioactivity, cell-
type selectivity, or a specific combination of activities, and thus discern how small chemical changes dictate 
key functions within a subset of cells of interest. Here, I will present studies characterizing anti-leukemia 
activity of rocaglates and anthracyclines, two natural product families with known bioactivity against blood 
cancer cells.  Data were collected using 11-parameter spectral flow cytometry (rocaglates) or 35-parameter 
mass cytometry (anthracyclines) and antibody panels focused on key intracellular phospho-specific proteins 
controlling the mTOR metabolic pathway (rocaglates) or cell death mechanisms (anthracyclines). 

 

 

Bridging preclinical and clinical immunotherapy evaluation through functional tumor 
modeling in TIvatar.  
 
Kristen Shema, University of Chicago 
 

Tumor organoids are used to study tumor-intrinsic biology and interactions with their surrounding 
microenvironment; however, organoids do not accurately replicate the tumor immune microenvironment 
(TIME), essential to translate preclinical immunotherapy findings into clinical success. To address this gap, we 
developed TIvatar, a high throughput in vitro model that preserves the cellular diversity of the TIME in tumor-
mimetic scaffolds. TIvatar enables functional screening of immunotherapy responses in both murine and 
primary human solid tumors via longitudinal imaging, cytokine analysis and flow cytometry. Using mouse solid 
tumors, we demonstrated that TIvatar accurately reflects in vivo susceptibility to various immunotherapy 
modalities, including cancer vaccines and cytokine therapies. Additionally, we used TIvatar to investigate 
cellular mechanisms mediating immunotherapy efficacy through selective depletion of cell populations from 
TIvatar cultures. Finally, we implemented TIvatar cultures of primary ovarian tumors and identified TIME 
features associated with susceptibility to immune checkpoint inhibition. Altogether, our findings establish 
TIvatar as a novel platform to functionally interrogate the cellular mechanisms mediating efficacious 
immunotherapy responses in both preclinical tumor models and primary patient samples, bridging the gap 
between preclinical discovery and clinical translation of cancer immunotherapies. 

 

SCIENTIFIC SESSION 3 
Signal, not Seduction: Staying Smart in the age of Data Visualization 

 

Enhanced Nanoparticle and Fluorescence Tracking with the ZetaView® X40: Technical 
Innovations and Application Examples 
 
Ray Eby, Particle Metrix 
 
The ZetaView® X40 offers next-generation advances in Nanoparticle Tracking Analysis (NTA) and 
Fluorescence-NTA (F-NTA), with improved optics, fluidics, and algorithms for precise size and concentration 
measurements. A key innovation is the use of novel fluorescent antibodies from Particle Metrix targeting CD9, 
CD63, and CD81, enabling reliable detection of extracellular vesicle (EV) subpopulations with optimized 
fluorophores and protocols. 
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Seeing is not believing: Why microscopy data should be quantified.  
 
Kristin Gallik, Van Andel Institute 

 
A typical flow cytometry user can easily spot when their data has issues, but figuring out what went wrong 
and how to fix it is where many get stuck. The usual approach is to perform a full analysis of the data and wait 
until the end to identify that issues are present. This talk will discuss data checkpoints and how it is better to 
evaluate data as you are running an experiment. I will provide an overview of the process of evaluating data 
and when it is appropriate to stop and troubleshoot before proceeding to the next step. This proactive 
approach will allow you to focus on the individual components that make up an experiment and make it 
easier to resolve issues. 

 

 

Integrating Spectral Flow Panels with ScRNA-Seq data: Beyond Clustering and UMAPs for 
Single Cell Phenotyping.  
 
Michael Andrade, University of Chicago 

 
As more and more -omics modalities are created in research there is an ongoing need to not only apply these 
new techniques but also to bridge them with older techniques. Single-Cell RNA sequencing and Spectral 
Cytometry are common tools that measure expression of RNA or protein at the single cell level. Both 
modalities consist of high-dimensional parameters used for biological phenotyping. One can integrate these 
methods through techniques like Cite-Seq, but what if each technique is used sequentially? How can we 
maximize the integration of both modalities for data presentation? We will use immunological ScRNA and 
Spectral Flow data from models of transplantation and pregnancy to investigate options. 
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GLIIFCA 34 FLASH TALK ABSTRACTS 
Evaluation Toolbox for the BD FACSDiscover™ S8 Cell Sorter 

Fang Fang, Memorial Sloan Kettering Cancer Center 

The BD FACSDiscover™ S8 Cell Sorter integrates spectral flow cytometry with real-time imaging, offering 

enhanced insights into cell populations by combining traditional flow cytometry with spatial and 

morphological data. This fusion enables richer datasets and optimized workflows for biomedical research. 

To rigorously assess the FACSDiscover™ S8’s sorting capabilities, we developed a comprehensive evaluation 

toolbox. This includes methodologies for assessing sorting accuracy, throughput and speed, cell viability and 

recovery benchmarking, and precision in plate sorting. 

Our findings confirm the S8’s robust performance, achieving a sorting accuracy exceeding 98% and post-sort 

cell viability above 88% with an 85µm nozzle, alongside a throughput of up to 14,000 cells per second. Recovery 

rates surpassed 95%, outperforming several industry-standard sorters. The S8 also excelled in plate sorting, 

demonstrating high precision with both 96-well and 384-well plates. 

However, limitations were identified. The Chorus software (version 6.1.0) lacks default or custom 12-well plate 

templates, requiring adaptation of the 96-well template to assign target populations to 12 wells. Additionally, 

no commercial four-way 15ml tube holder was available. To address this, we successfully designed and 3D-

printed a custom four-way 15ml tube holder in-house. 

This toolbox and our findings validate the FACSDiscover™ S8 as a highly effective cell sorter while highlighting 

practical solutions to overcome its limitations, ensuring its utility in advanced biomedical research. 

 

Deep Immunophenotyping of Asthma and Asthma Severity: Utilizing the 40-color full-

spectrum flow cytometry OMIP-069 Panel 

Neha Solanki, Cleveland Clinic 

Introduction: Clinical differences in individuals with asthma compared to those without may be the result of 

differences in the immune response. Current biomarkers such as circulating eosinophil counts are inadequate 

at identifying the presence of asthma or asthma severity. We utilized the 40-color fluorescent full-spectrum 

flow cytometry OMIP-069 panel for in-depth immunophenotyping of asthma.  

Methods: Patients were recruited from the Asthma Center at Cleveland Clinic. Blood samples underwent Ficoll 

separation, cryopreservation, and were then batch-labeled for flow cytometry according to OMIP-069. Clinical 

data from asthma patients were collected from their medical records. Statistical analyses were conducted with 

R (version 3.5.3) and PRISM.  

Results: We recruited 18 asthmatics (11 severe; 7 non-severe asthma) and 7 healthy individuals. Participants 

with asthma and those without asthma had similar age [mean (standard deviation): asthma 51.6 (15.85); 

healthy control 49.86 (7.43), p > 0.05]. Severe asthmatics had lower baseline % predicted pre-bronchodilator 

forced expiratory volume in one second (FEV1) [asthma 66% (17%) vs. healthy 92% (8%), p = 0.001]. Healthy 

individuals had higher mature natural killer (NK) cells compared to asthmatics [healthy controls 10.57% 

(5.14%); asthma 6.20% (4.02%) in asthma, p = 0.034]. In people with asthma, increasing FEV1% is associated 
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with increasing % of innate lymphoid cells (ILCs; R = 0.55, p = 0.0182), % of naïve T cells 

(CD4+CD45RA+CCR7+) (R = 0.53, p = 0.024), and % of naïve CD4 cells (R = 0.53, p = 0.023). % of non-classical 

monocytes decreased with increasing post-bronchodilator FEV1% (R = -0.55, p = 0.019) in asthma. The % of 

natural killer T cells (NKT: CD3+ TCRγδ-CD56+CD2+CD8-) increased with %FEV1 reversibility (R = 0.63, p = 

0.0045).  

Discussion: People with severe asthma, defined by low FEV1%, have fewer circulating ILCs, naïve CD4 cells, 

and naïve T cells. Fewer ILCs in asthma reflect increased lung homing of these cells, where they drive 

inflammation. Similarly, there are fewer naïve CD4 cells in the blood as they migrate to the lung in asthma. The 

low % of naïve T cells reflect chronic inflammation. While NKT cells are involved in asthma, the exact 

mechanism is unknown. The novel subset (CD3+TCRγδ-CD56+CD2+CD8-) is associated with %FEV1 

reversibility. 

Conclusion: Circulating immune subsets predict lung function. These subsets could serve as biomarkers for 

predicting inflammation and airway constriction. 

 

Integrative Cell Identification Reveals Human Recent Thymic Emigrants Across Multiomic 

Platforms 

Pavla Bohacova, Washington University 

Aging leads to a progressive decline in immune function, with CD8 T cells particularly affected. This includes 

altered subpopulation distributions, reduced TCR repertoire diversity, and functional impairments—

contributing to heightened vulnerability to infections and chronic inflammation in older adults. However, a 

consistent and precise definition of human T cell subsets—including recent thymic emigrants (RTEs)—remains 

lacking across both transcriptomic and cytometric methodologies. 

Using a multiomic systems immunology approach, we identified RTEs based on a shared transcriptional 

program across CD4 and CD8 T cells, characterized by high expression of SOX4, IKZF2, and TOX transcription 

factors. We then validated high surface expression of CD38 as a reliable marker for both CD8 and CD4 RTEs. 

This definition enabled consistent identification of RTEs across single-cell RNA/ATAC-sequencing and spectral 

flow cytometry. Leveraging this integrative definition, we tracked RTEs and mature T cell subsets in a cohort 

of 158 individuals using high-dimensional spectral flow cytometry, revealing age-associated changes in their 

frequency, cytokine production profiles, and transcriptional state. 

By anchoring transcriptional identity to accessible surface markers, we provide a robust and reproducible 

strategy for identifying and tracking RTEs across multiomic platforms. This integrative definition enables 

biologically grounded, cross-platform monitoring of thymic output over time and across individuals—

supporting improved immune profiling in aging and disease. 

 

Synonymous Substitutions Reduce Per-cell GFP Fluorescence 

 Disha Patel, Notre Dame 

Mutations can compromise proper folding by modifying either the final protein structure and/or the process 

of folding. Historically, synonymous mutations were assumed to have no effect on protein folding because they 

do not alter the encoded amino acid sequence. However, synonymous mutations have now been shown to 
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modulate a wide range of mechanisms related to gene expression, including transcriptional regulation, 

translation initiation, translational efficiency, and co-translational protein folding. Here we present results 

showing that synonymous mutations in GFP affect per-cell GFP fluorescence emission in E. coli, likely by 

altering co-translational folding. An eGFP coding sequence mutated to use either only rare or only common 

synonymous codons led to decreased fluorescence intensity in cells, suggesting that synonymous codon usage 

may affect gene expression in a manner that interferes with functional eGFP production. To avoid known effects 

of synonymous mutations on translation initiation, we also designed eGFP variants with synonymous 

substitutions confined to the central and C-terminal portion of GFP. These C-terminal substitutions also led to 

lower GFP fluorescence, suggesting the effects of the mutations may be related to changes in translation 

elongation rate that in turn affect the eGFP folding mechanism. The fluorescence reduction observed for 

common codon versions of eGFP suggest the impact of the synonymous codons is unrelated to issues with 

translational efficiency. We also tested whether synonymous mutations similarly affected emission intensity 

for a fluorescent protein that is translocated across the bacterial inner membrane co-translationally, by making 

synonymous substitutions in the coding sequence of moxVenus bearing a DsbA signal sequence. As with 

cytosolic eGFP, synonymous mutations in secreted moxVenus led to lower mean fluorescence intensity per cell. 

Together, our results indicate that synonymous codon usage can affect co-translational folding and functional 

protein production in E. coli for both cytosolic and secreted fluorescent proteins. 
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2025 TECH TALK ABSTRACTS 
The Exhibitor Tech Talks will take place on Friday, September 19th. This session is intended to provide our 

exhibitors a forum to present new technology, instrumentation, etc. Each presentation lasts approximately 5 

minutes. 

 

BECKMAN COULTER LIFE SCIENCES 

EXPANDING RESEARCH HORIZONS WITH CYTOFLEX MOSAIC SPECTRAL FLOW CYTOMETRY 

Justin Meyers (jlmeyers@beckman.com) 

Application examples demonstrate these benefits: EVs from human plasma show reproducible sizing and 

concentration, while fluorescence reveals distinct subpopulations. Analyses of virus-like particles confirm the 

versatility of the system. Together, the ZetaView X40 and new F-NTA antibodies establish a robust, flexible 

platform for biological nanoparticle characterization, setting a new standard for NTA and F-NTA in 

nanoparticle research. 

 

AGILENT TECHNOLOGIES BD BIOSCIENCES 

AGILENT TECHNOLOGIES: SOLUTIONS FOR ALL LABORATORY NEEDS 

Erin Mcclelland (erin.mcclelland@agilent.com) 

 
We are honored to showcase our entire Cell Analysis portfolio to you and your lab and how we can help you 
in every step of the way. 

 

 

BD BIOSCIENCES 

From Spectrum to Insight: Innovations Driving Higher-Dimensional Flow Cytometry 
 
Aaron Tyznik (aaron_j_tyznik@bd.com) 

 
Hear about the innovation and latest advancement in spectral cytometry available on the  BD FACSDiscover™ 
S8 Cell Sorter and A8 Cell Analyzer. These instruments leverage full-spectrum detection across multiple 
lasers with Spectra FX™ Technology and our Fully Integrated Autoloader to improve throughput and 
reliability available on the A8 Cell Analyzer.The advances have influenced fluorochrome development, 
highlighting improvements in brightness, spillover-spread, stability, and reliability. These next generation 
fluorochromes may be combined with others into multi-color dried reagent formats, contributing to 
reproducibility across experiments and instruments.Finally, we will look at the integration of spectral flow 
cytometry with imaging capabilities, with BD CellView™ Image Technology enabling the extraction of image-
derived parameters for subcellular classification. This convergence represents a transformative step 
expanding the dimensionality and depth of cytometric analysis. 
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CYTEK BIOSCIENCES 

Cytek® Cloud: Streamlining Your Experimental Workflow From Panel Design To Data 
Analysis 
 
Joel Crespo (jcrespo@cytekbio.com) 

 
Cytek® Cloud is a digital ecosystem that supports full spectrum flow cytometry research from panel design to 
data acquisition. It features three integrated online tools: Full Spectrum Viewer, Panel Builder, and 
Experiment Builder, which streamline workflows on Cytek Full Spectrum Profiling™ (FSP®) platforms. Cytek 
Cloud Analysis, which will soon be available to users in the United States, is a new tool for seamless storage, 
management, and analysis of FSP® data, with direct import of raw, unmixed, and analyzed files from 
SpectroFlo™ software. In addition to classical analysis like gating and statistics, it enables advanced 
capabilities such as multiple autofluorescence (AF) extraction for cleaner data interpretation. 

 

MILTENYI BIOTEC 

MAKING SORTING CHILD'S PLAY - MACSQUANT TYTO CELL SORTER 

Allie Guiang (allisong@miltenyi.com)  

Meet the NEW Tyto Lux cell sorter—faster and more flexible than ever, with performance and speed rivaling 

droplet sorters while preserving the gentle, closed, and sterile workflow you've always relied on. With a new 

yellow laser powering 12 fluorescent channels the Lux expands panel design and applications across R&D, 

discovery, and GMP. Built for everyone—and every day—Lux is plug, play & walk away: the NEW 

MACSQuantify™ Tyto Software automates cartridge priming, fluorescence compensation, and calibration. 

Choose from four tailored sort modes to optimize purity, recovery, or throughput— now faster than ever. The 

NEW large cell-size cartridge widens what you can sort, accommodating larger and more complex samples 

without reworking your workflow. Tyto Lux meets you where you are—from first-time sorters to expert flow 

labs—combining approachability with cutting-edge automation, hands-free cell sorting, and standardized, 

sterile operation. 

 

CURIOX BIOSYSTEMS 

CURIOX C-FREE™ PLUTO CODE™: ENABLING FULLY AUTOMATED, REPRODUCIBLE ANTIBODY COCKTAIL 

AND SAMPLE PREPARATION IN HIGH-PARAMETER FLOW CYTOMETRY 

Basile Siewe (basile@curiox.com)  

 
High-parameter flow cytometry drives advances in translational research, but manual centrifugation and 
antibody cocktail prep remain bottlenecks—introducing variability, reducing reproducibility, and wasting 
costly reagents, especially in multi-site or high-throughput labs. 
 
Curiox C-FREE™ Pluto Code-powered systems remove these barriers: 

mailto:allisong@miltenyi.com
mailto:alice_valentin-torres@bio-rad.com
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• Pluto Code: Plug-and-play script that transforms existing robotic pipetting platforms into centrifuge-free 
suspension cell washing engines—no new hardware required. 
• Pluto Workstations (LT, MT, HT): Pre-configured, Pluto Code-powered platforms that deliver fully 
integrated, walkaway automation for antibody cocktail preparation, cell washing, and surface/intracellular 
staining. 
 
Attendees will: 
 

1) See Pluto Code and Pluto Workstations in action 

 
2) Explore case studies from leading labs 

 
3) Discover how standardized, centrifuge-free workflows protect data integrity and accelerate the shift 

from manual SOPs to automated, compliance-ready processes 
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 GLIIFCA 34 GENERAL INFORMATION 

CONFERENCE REGISTRATION DESK 
● The registration desk is in the lobby of the Lewis Towers: 

o Friday, Sep. 19th – 8:00 am to 5:00 pm 

o Saturday, Sep. 20th – 8:00 am to 2:00 pm 

● The conference registration fee includes all coffee breaks, breakfast on Friday and Saturday, lunch on 

Friday and Saturday, the Friday Opening Reception, and the closing event at Lucky Strike on Saturday. 

EXHIBITS 
● We’ll be navigating between two rooms: the Beane Hall (13th Floor) for presentations and the round 

table discussion/lunch, and the Reagents Hall (16th Floor) where you will find our exhibitors and 

coffee breaks. 

● Please Note: Exhibitor set-up for Regents Hall starting at 8 pm on Sept. 18th with formal opening 

of Regents Hall at 10:30am on Friday. Break down starting at 3:00 pm on Saturday, Sept. 20th. 

● All presentations and round table discussions will be in the Beane Hall 

● Please frequent the vendor booths, and show your appreciation for the generous financial 

support provided by the vendors who substantially help “pay the freight” for this meeting 

LOCATION OF ALL ORAL PRESENTATIONS (FRI/SAT): BEANE HALL 

BREAKFASTS  
Free breakfast will be provided on Friday and Saturday starting at 8:30am in Beane Hall 

 
Coffee Breaks 

● The refreshments will be served in Regents Hall: 

o Friday – 10:30 am to 10:00 am, and 3:30 pm to 4:00pm 

o Saturday – 10:15 am to 10:45 am, and 2:30 pm to 3:00 pm 

EXHIBITOR TECH TALKS 
● Tech Talk presentations, Beane Hall 

o Friday – 1:00 pm to 2:00 pm 

SOCIAL ACTIVITIES 

OPENING RECEPTION 

● Friday 5:00 pm to 7:00 pm, Regents Hall 

● Enjoy a fairly open bar, visit our sponsors and let them know that you love them. 

LUNCH (FRI AND SAT, 11:30 AM TO 1:00 PM) 
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● A lunch buffet will be provided.  Those attending the roundtables may bring their food to the 

discussions. 

ROUNDTABLES 

● Join selected roundtable labeled with the title of discussion topic (Beane Hall). The attendance at each 

table is determined from the sign-up sheet at GLIIFCA registration desk and is limited to 10 

registrants per table. 

GLIIFCA CLOSING EVENT 

● Free to registrants, available to paid guests. 

● Have a nice dinner with friends and colleagues at your leisure after the last session 

● Then join us at 8:00 pm at Lucky Strike (322 E. Illinois St.) 

● Food and drinks! Can’t spell bowling without fun! 

 

 

OTHER INFORMATION 

GLIIFCA WEBSITE 

● http://www.gliifca.org 

NAME TAGS AND EVALUATION FORMS:  

● Remember! Before leaving, please fill out evaluation form and leave at Registration/Check Out Desk 

with your name tag 

PARKING AROUND LOYOLA WATER TOWERS CAMPUS 

Unfortunately, we do not have dedicated on-site parking at this time. However, there are several nearby 
parking lots that offer convenient and affordable options. These lots are a short walk from our location and 
provide a safe place to park during your visit. Please see this LIST of local parking garages. 
  
The Corboy Building has a parking partnership with 900 N. Michigan Self-Park. Guests can validate their 
parking at the Corboy lobby. Please note that validation is done at 25 E. Pearson for this lot, and there is no 
validation available on Sundays. 
 
If your guests park at 900 N. Michigan, they can go to the Corboy Building lobby to have their parking 
validated. The system now uses an app—guests should receive a text to download the app and pay through it. 
They can also scan the QR code at Corboy to receive the parking discount. 

ADDITIONAL ENQUIRIES, COMMENTS, SUGGESTIONS 

● Leave message at the GLIIFCA registration desk 

● Comments and suggestions – e-mail president@gliifca.org 

 

https://gliifca.org/wp-content/uploads/2025/09/wtc-3.pdf
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