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ABOUT GLIIFCA

GREAT LAKES INTERNATIONAL IMAGING AND FLOW
CYTOMETRY ASSOCIATION, INC.

EIN# 16-1545169

The Great Lakes International Imaging and Flow Cytometry Association (GLIIFCA) was started in 1992 by
Carleton and Sigrid Stewart and Alex Nakeff, and fosters the interaction of professionals from Great Lakes
region (U.S. states of Illinois, Indiana, Michigan, Minnesota, New York, Ohio, Pennsylvania and Wisconsin as
well as the Canadian province of Ontario) with interests in flow and image cytometry. GLIIFCA organizes
affordable annual meetings allowing the Great Lakes region cytometrists to learn about the latest
developments in cytometry and related fields, network with colleagues, and share the excitement about their
research.

THE HISTORY OF GLIIFCA - WRITTEN BY CARLETON C. STEWART

In 1992 GLIIFCA began as... GLIFCA (the Great Lakes International Flow Cytometry Association - the word
Imaging was added in 1993) and was first part of an outreach program for a Clinical Cancer Resource Grant
that [ was writing at Roswell Park Cancer Institute in Buffalo, NY. I had been thinking and discussing forming
an organization that would primarily focus on young investigators and technologists doing research in cancer
using imaging and flow cytometry. The established leaders in each of these fields were invited to form the first
Steering Committee. Carleton C. Stewart was elected first President, Alexander Nakeff first Vice President,
Sigrid Stewart, first Secretary/Treasurer and James Jacobberger first Educational Officer. Alan Landay and
Maurice O'Gorman were to be the Scientific Chairs for the next meeting which was held October 1 - 3, 1993 at
the Hotel St. Regis in Detroit, MI. Other members of the Steering Committee were Paul Robinson, Waclaw
Jaszcz, David Hedley, Betsy Ohlsson-Wilhelm and James Leary. This Steering Committee was established to
help determine the policies of the organization, maintain a budget, and create the program for the annual
meeting. In addition to funding for this organization by the grant, I envisioned participation by the vendors as
equal members of GLIIFCA. The reps from each company were instrumental in passing the word to their
customers throughout the capture area. And you know the rest of the story...

Our first meeting of the Great Lakes International Flow Cytometry Association was held September 25 - 27,
1992 at the Hotel St. Regis in Detroit, MI: The meeting was an overwhelming success. The scientific agenda
included sessions on Immunophenotyping, tumor biology and instrumentation. Over 130 charter members,
some of which had never attended a flow meeting before, were able to attend because the total cost per person
amounted to under $150 including registration and accommodations. Because of the central location of Detroit
to the Great Lakes Region most people were able to carpool. The meeting started with a well-attended
reception on Friday evening with food and an open bar sponsored by Becton Dickinson Immunocytometry
Systems. On Saturday the Flowdown, sponsored by Coulter Cytometry, was thoroughly enjoyed by all. Most
participants stayed until the very end. The greatest single state/province represented was Ontario, Canada.
US charter members were from Michigan, Indiana, Minnesota, Illinois, Ohio, New York, Pennsylvania,
Wisconsin and New Jersey. We even had two guests from Russia, which truly made this an international event.
While our main region of emphasis is the Great Lakes, we welcome our colleagues from across the land to
participate.
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CONFERENCE PROGRAM

THURSDAY, SEPTEMBER 171H

ONSITE REGISTRATION (ATRIUM)

11:00 AM - 11:30 AM  Check in and grab your badge at the registration desk

Lunch (HALL AND DOWNSTAIRS CONFERENCE ROOM B(C)

11:30 AM -12:30 PM Boxed Lunches or Salads; water & soda

WELCOME ADDRESS (DOWNSTAIRS CONFERENCE ROOM B()

12:20 PM - 12:30 PM Galina Petrova, GLIIFCA President, and Jessica Back, Flash Talks
and Poster Session Chair

WORKSHOPS

Two workshops run concurrently at 12:30 PM - 2:30 PM and 3:00 - 5:00 PM

WORKSHOP 1 (UPSTAIRS CONFERENCE ROOM FGH)

GLIIFCA Liaison: Dave Adams and Joel Crespo

12:30 PM - 2:30 PM Small Habits to Remarkable Results: Evaluating Data Quality in Spectral
Flow Cytometry, Monica DeLay, Cytek Biosciences

WORKSHOP 2 (DOWNSTAIRS CONFERENCE ROOM B()

GLIIFCA Liaisons: Bert Ladd and Rachael Sheridan

12:30 PM - 2:30 PM From Images to Insight: Leveraging the Attune CytPix for Image-
Enhanced Flow Cytometry, Andy Canciamille, ThermoFisher

COFFEE BREAK (UPSTAIRS CONFERENCE ROOM FGH)

2:30 PM - 3:00 PM Coffee, tea, water; snacks: fruit cups, granola bars



WORKSHOP 3 (UPSTAIRS CONFERENCE ROOM FGH)

GLIIFCA Liaison: Galina Petrova

3:00 PM - 5:00 PM Build Smarter Panels, Faster: A Hands-On Introduction to FluoroFinder
and IntelliPanel™, Padmini Narayanan, FluiroFinder, and Christian
Aguilera-Sandoval, SuperNova Flow Cytometry

WORKSHOP 4 (DOWNSTAIRS CONFERENCE ROOM B()

GLIIFCA Liaison - Kim Cardenas

3:00 PM - 5:00 PM CytoScribe: From First Click to Advanced Workflows — All in the Cloud,
Leesa Pennell, Revvity/BioLegend

OPENING RECEPTION (EXHIBITOR HALL/ATRIUM)

5:00 PM - 8:00 PM Come interact with the Vendors and fellow GLIIFCA attendees

Dinner: Southeast Asian Buffet with beer & wine (open bar), iced tea &

lemonade
FRIDAY, SEPTEMBER 18TH
BREAKFAST (EXHIBITOR HALL AND DOWNSTAIRS CONFERENCE ROOM BC)

8:00 AM - 8:50 AM  Continental Breakfast: Oatmeal Bar; fresh fruit tray; breakfast bread -
orange poppy, lemon glazed, cinnamon streusel with coffee & tea;

WELCOME ADDRESS (DOWNSTAIRS CONFERENCE ROOM B()

8:45 AM - 8:55 AM  Galina Petrova, GLIIFCA President

GLIIFCA 35 CYTOMETRY SUPPORT GROUP I

(UPSTAIRS CONFERENCE ROOM FGH)

These presentations provide practical perspectives on the technical, operational, and training challenges
faced by flow cytometry core facilities. Attendees will gain a better understanding of signal pulse processing
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and data quality fundamentals, explore considerations for integrating emerging technologies such as imaging
cytometry, and learn strategies for developing clear, effective protocols that support reproducible research.
The sessions also highlight approaches to building knowledgeable and confident instrument users through
structured training and education. Participants are encouraged to share their own experiences, challenges,
and best practices as part of an open exchange of ideas. Come to engage in discussion and learn from the
diverse perspectives of your colleagues and peers.

9:00 AM - 9:05 AM Welcome and Introductions from the Organizing Committee: Kathryn
Fox, Steven Polter, Victoria Smith, Celine Lages.

9:05 AM - 9:45 AM A finger on the Signal Pulse. Rachael Sheridan, Van Andel Research
Institute Flow Cytometry Core

9:45 AM - 10:30 AM Imaging Cytometry: Pain Point in Integrating this New Technology.
Wojciech Wojciechowski, CART / Center for Advanced Research
Technologies

COFFEE BREAK (EXHIBITOR HALL)

10:30 AM -11:15 AM Coffee, tea, infused water; snack

FLASH TALKS (UPSTAIRS CONFERENCE ROOM FGH)

SESSION I, FRIDAY MORNING

Eight-minutes talks about Research and Facility Management

Session Chair: Jessica Back (Wayne State University)

11:15 AM - 11:25 AM  Neutrophils prevent the development of persistent postoperative pain in
Mice, Aaryn Edwards, Michigan State University

11:25 AM - 11:35 AM  Role of KMTZC in modulating immune tumor microenvironment of
Endometrial cancer, Sanjeev Ganesh, Wayne State University

11:35 AM - 11:45 AM  Precision bacterial single-cell deposition by spectral flow sorting for
spatially controlled phenotyping, Sophia Ruth Morris, Purdue
University

Lunch (EXHIBITOR HALL AND DOWNSTAIRS CONFERENCE ROOM B()

11:45 AM - 12:45 AM  Boxed Lunches - sandwiches, wraps, or salads; water & soda
Grab your lunch and join a Roundtable Discussion



ROUNDTABLE DISCUSSIONS (DOWNSTAIRS CONFERENCE ROOM BC)

Organizers: Sherry Thornton (Cincinnati Children's Hospital Medical Center),
Joel Crespo (Cytek Biosciences), Galina Petrova (Medical College of Wisconsin),
and Savannah Neu (Versiti Blood Research Institute)
11:45 AM - 1:15 PM Multiple parallel roundtable discussions

EXHIBITOR TECH TALKS (UPSTAIRS CONFERENCE ROOM FGH)

A years’ worth of updates in 5 minutes

Join our exhibitor tech talks to learn about new products, innovations, and technologies that have been
released over past year. Prizes drawn throughout the session (must be present to win).

Session Chair: Robert Ladd (Loyola University Chicago)

1:15PM-1:25 PM Exhibitor Tech Talk Introduction

1:27 PM - 1:32 PM Beyond Beads: The Next Dimension of Cell Analysis - Exploring Modern Cell
Sorting and Spatial Biology, Allie Guiang, Miltenyi Biotec

1:34PM -1:39 PM  Bead Standards for Flow Cytometry, Jordan Hettinger, Bangs
Laboratories

1:41 PM - 1:46 PM Building Standardized High-Parameter Spectral Flow Cytometry
Workflows with the Sony ID7000, Carolina Cantu, Sony Biotechnology

1:48 PM - 1:53 PM New Features in OMIQ and FCSExpress, Geoff Kraker, Dotmatics

1:55PM - 2:00 PM  Seeing is Sorting: Transforming Flow Cytometry with BD CellView™ Image
Technology, Kristin Elmer, Waters Biosciences

THE 2026 CARLETON AND SIGRID STEWART KEYNOTE LECTURE

(UPSTAIRS CONFERENCE ROOM FGH)

Session Chair: Bartek Rajwa (Purdue University)

2:00 PM - 3:00 PM Composition to Construction and Back Again: The integration of Flow
Cytometry and Imaging, Jared K. Burks, PhD., MD Anderson Cancer
Center

COFFEE BREAK (EXHIBITOR HALL)

3:00 PM - 3:45 PM Coffee & tea, soda & infused water; snacks: fruit, chips, granola bars, and
trail mix



SCIENTIFIC SESSION 1: INNATE IMMUNITY (UPSTAIRS CONFERENCE ROOM FGH)
Moderators: Celine Lages (Cincinnati Children's Hospital Medical Center)

and Andy Canciamille (ThermoFisher Scientific)

3:45PM-3:55PM  Proteintech Presents: A new era of antibody conjugation, Mengsha Gong,
ProteinTech

3:57 PM - 4:27 PM Early life Immunity: Viral infections, Allergy and Microbiome, Nicholas W.
Lukacs, Ph.D., University of Michigan

4:29 PM - 4:59 PM Monocyte-Derived IL-10 Drives Sex Difference in Pain Duration, Geoffroy
Laumet, Ph.D., Michigan State University

5:00 PM - 5:30 PM  Spatial and functional characterization of Innate Lymphoid Cells in the
human genital mucosa and their role in HIV pathogenesis, Marta
Rodriguez-Garcia, MD., Ph.D., Wayne State University

POSTER SESSION (DOWNSTAIRS CONFERENCE ROOM B(C)
5:30 PM - 6:00PM The poster session runs concurrently with social activities in the Exhibit
Hall
SOCIAL ACTIVITIES (EXHIBITOR HALL)

SPONSORED BY METRDY AND SPHEROTECH INC

5:30 PM - 7:00 PM Wine & Cheese Reception: vegetable crudité, cheese & fruit platter,
black bean and curried chickpea humus, beer & wine; water & soda

ROCK ‘N’ BOWL PARTY AT THE MAJESTIC THEATRE CENTER AND GARDEN BOWL

SPONSORED BY THERMOFISHER SCIENTIFIC

8:00 PM-11:00PM  Address: 4140 Woodward Ave, Detroit, MI 48201

Directions are available at the registration desk



SATURDAY, SEPTEMBER 19TH

BREAKFAST (EXHIBITOR HALL AND DOWNSTAIRS CONFERENCE ROOM B()

8:00 AM - 8:50 AM Continental Breakfast: mini bagel sandwiches; yogurt bar; coffee & tea,
orange juice & water

WELCOME ADDRESS (DOWNSTAIRS CONFERENCE ROOM B()

8:50 AM -9:00 AM Galina Petrova, GLIIFCA President

GLIIFCA 35 CYTOMETRY SUPPORT GROUP II

(DOWNSTAIRS CONFERENCE ROOM B()

These presentations provide practical perspectives on the technical, operational, and training challenges
faced by flow cytometry core facilities. Attendees will learn strategies for developing clear, effective
protocols that support reproducible research. This session also highlights approaches to building
knowledgeable and confident instrument users through structured training and education. Participants are
encouraged to share their own experiences, challenges, and best practices as part of an open exchange of
ideas. Come to engage in discussion and learn from the diverse perspectives of your colleagues and peers.

9:00 AM - 9:45 AM  Brick by Brick Protocol Writing. Kathryn Fox, UWCCC Flow Cytometry
Laboratory

9:45 AM - 10:30 AM  Building Smoother Operators. Steven Polter, CART / Center for Advanced
Research Technologies

COFFEE BREAK (EXHIBITOR HALL)

10:30 AM - 11:15 AM  Coffee & tea, soda & water; snack: granola bars

FLASH TALKS (UPSTAIRS CONFERENCE ROOM FGH)

SESSION II, SATURDAY MORNING

Eight-minutes talks about Research and Facility Management

Session Chair: Dagna Sheerar (University of Wisconsin-Madison)

11:15 AM - 11:25 AM  Novel flow cytometry gating recapitulates scRNA-seq-defined memory
CD8 T-cell subpopulations, Pavla Bohacova, Washington University in
St. Louis



11:25 AM - 11:35 AM  Flow Cytometric Inmunophenotyping Reveals Oxysterol-Driven Immune

Dysregulation in Experimental Autoimmune Uveitis, Sukhvinder Singh,
Wayne State University

11:35 AM - 11:45 AM  Characterization of CD127- Innate Lymphoid Cells in the human female
genital tract using high-dimensional flow cytometry, Beverly Fu, Wayne
State University School of Medicine

Lunch (EXHIBITOR HALL AND DOWNSTAIRS CONFERENCE ROOM B()

11:45 AM - 12:45 AM  Hot Lunch: Tex Mex Buffet; Lemonade & Iced Tea
Grab your lunch and join a Roundtable Discussion

ROUNDTABLE DISCUSSIONS (DOWNSTAIRS CONFERENCE ROOM BC)

Organizers: Sherry Thornton (Cincinnati Children's Hospital Medical Center),
Joel Crespo (Cytek Biosciences), Galina Petrova (Medical College of Wisconsin),
and Savannah Neu (Versiti Blood Research Institute)
11:45 AM - 1:15 PM Multiple parallel roundtable discussions

SCIENTIFIC SESSION 2: IMAGING AND (UPSTAIRS CONFERENCE ROOM FGH)
COMPUTATIONAL ANALYSIS
Moderators: Sherry Thornton (Cincinnati Children's Hospital Medical Center)

and Kim Cardenas (Revvity/BioLegend)

1:15 PM - 1:25 PM Breaking The Spectral Ceiling: Seven-Laser Full Spectrum Profiling™
Technology With Deep UV And Infrared Detection, Joel Crespo, Cytek
Biosciences

1:27 PM - 1:57 PM International Society for Advancement of Cytometry (ISAC) Ambassador
Program Speaker

Computational tools for quality control and objective cell population
annotation in cytometry, Sandra Andorf, Ph.D., Cincinnati Children’s
Hospital Medical Center

2:00 PM - 2:30 PM TBD

FLASH TALKS (UPSTAIRS CONFERENCE ROOM FGH)

SESSION III, SATURDAY AFTERNOON



Eight-minutes talks about Research and Facility Management

Session Chair: Sukhvinder Singh (Wayne State University)

2:35 PM - 2:45 PM Good Science Starts With Good Notes: Improving Documentation in
Cytometry Experiments, Kewal Asosingh, Cleveland Clinic

2:45PM -2:55PM  Neutrophil-mediated Protection in the Aging Female Genital Tract, Aleah
Holmes, Wayne State University

2:55PM -3:05PM  High-dimensional spectral flow cytometry reveals unique human cervical-
vaginal neutrophil phenotypes under inflammatory conditions, Genna
Moldovan, Wayne State University

3:05PM-3:15PM  Multiplexed Spatial Imaging Reveals Preservative-Driven NETosis and
Inflammation at Continuous Insulin Infusion Sites, Congxiao Cheng,
Wayne State University

COFFEE BREAK (EXHIBITOR HALL)

3:15 PM -4:00 PM Coffee & tea, infused water & soda; snacks: chips, brownies, lemon bars,
Rice Krispie Treats

SCIENTIFIC SESSION 3: METABOLISM AND PAIN  (UPSTAIRS CONFERENCE ROOM FGH)

Moderators: Galina Petrova (Medical College of Wisconsin) and Joel Crespo (Cytek Biosciences)

4:00 PM -4:10 PM Built for Discovery: Flexible, Pre-Optimized Flow Cytometry Panels, Eileen
Gonzalez, Revvity/BioLegend

4:12 PM - 4:42 PM Insulin-Derived Fibrils and Phenolic Preservatives as Distinct Inflammatory
Drivers in Insulin Pump Therapy, Ulrike Klueh, Ph.D., Wayne State
University

4:44 PM - 5:14 PM Crosstalk between sperm metabolism and calcium signaling, Melanie
Balbach, Ph.D., Michigan State University

5:15 PM - 5:45 PM Rewiring Tumor Macrophages: How Caloric Restriction Restores Cancer
Cell Clearance, Ramandeep Rattan, Ph.D., Henry Ford Health

CLOSING REMARKS (UPSTAIRS CONFERENCE ROOM FGH)

3:15 PM -4:00 PM Galina Petrova, GLIIFCA President
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GLITFCA 35 ROUNDTABLE LUNCH WORKSHOPS

DAY 1, FRIDAY, SEPTEMBER 18th

Topic 1. Cell Sorting Basics, Eric Van Buren, Karmanos Cancer Institute

A great opportunity to discuss the fundamentals of cell sorting while learning from and mentoring others.
Feel free to share stories—or simply vent your frustrations—with a sympathetic audience.

Topic 2. Basics Starting Flow Cytometry, David Leclerc, University of Chicago, and Padmini
Narayanan, FluoroFinder

The Basics is a roundtable for anyone finding their footing in flow cytometry — or questioning assumptions
they've held for years. Come ready to discuss:

e Istraditional flow cytometry really going away?

e  Why you should care about new dyes (and which ones to avoid)

e Why Daniel Vocelle won't stop talking about imaging flow cytometry — also who is Daniel
Vocelle?

e  Where Al fits into all of this

Topic 3. The Power of Imaging Cytometry, Rob Thacker, Cytek Biosciences, and Sarah
Croswell, Cincinnati Children's Hospital Medical Center

What might you be missing with “blind” flow cytometry? Would imaging cytometry be helpful with your
experiments? Even if you're not doing nuclear translocation or colocalization studies, what unexpected
information can you get by including images? Join us for a discussion of different imaging cytometers
including the ImageStream, the Cytpix, and the A8 as well as different applications for these instruments.

Topic 4. Finding Industry Partnerships, Dagna Sheerar, University of Wisconsin Carbone
Cancer Center, and David Adams, University of Michigan

Industry partnerships can be beneficial to cores and their institutions. Industry partnerships can impact
revenue generation, access to technology, expand services and staff skill sets, and establish or build upon
scientific collaborations. This roundtable will discuss examples and ways of building industry partnerships.

Topic 5. Fighting the Invisible: Cleaning and Monitoring Cytometry Instrument
Contamination, Alyssa Sproles, Cincinnati Children's Hospital Medical Center
What happens when you get contamination of your instrumentation and how do you know they are

contaminated? This roundtable will discuss how facilities are cleaning and monitoring their cytometry
instrumentation. Bring your protocols and we can discuss best practices.

Topic 6. Integrating Imaging Cytometry into the Shared Resource Lab: From

Images to Insights, Soo-Hyun Ahn, Michigan State University, and Andy Canciamille,
ThermoFisher
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Imaging-enabled cytometers combine morphometric data with traditional fluorescence parameters,
providing researchers with additional dimensions of information from every sample. During this roundtable,
we will discuss how imaging features can enhance data accuracy and precision, strengthen assay design, and
enable novel biological insights. We will also explore practical ways imaging cytometry can benefit
researchers across the shared resource laboratories.

Topic 7. Panel Design Unpacked: Tips, Tricks, and Troubleshooting, Kim Cardenas,
Revvity, and Joel Crespo, Cytek Biosciences

Join us for an interactive roundtable discussion focused on the art and science of flow cytometry panel
design—for panels of all sizes and across any instrument platform. We’ll exchange practical strategies for
fluorophore selection, marker placement, controls, optimization, and troubleshooting. Bring your panel
design questions, challenges, and experiences to share with the group!

Topic 8. Cytometry Certification: Benefits and perceptions of the SCYM(ASCP)

credential, Jessica Back, Karmanos Cancer Institute, Wayne State University, and Kathryn Fox,
University of Wisconsin Carbone Cancer Center

Are you considering taking the SCYM exam and wondering if it is worth your time and money? Have you
earned your SCYM credential and want to know what to do with it? Come talk with us about why we value
the certification and what it can do for you.

Topic 9. Data Analysis - Trends and Recent Developments, Geoff Kraker,
OMIQ/Dotmatics, and Christian Aguilera-Sandoval, Supernova Flow Cytometry

So, your users are asking about single cell unmixing, that free Cytometry in R course, new batch correction
tools, and how to properly visualize their algorithm results. Actually, they're not, who are we kidding, but
they should be! In this roundtable we'll discuss recent developments in cytometry data analysis and how
they can be effectively applied back in the core setting. Bring questions and examples of what's worked for
you or just do your best impression of a wallflower and take it all in.

Topic 10. Careers Pathways: Navigating a Future in Cores and Industry, Rebecca
Bultema, Waters Biosciences, and Sherry Thornton, Cincinnati Children's Hospital Medical Center

Flow cytometry can provide many different avenues to pursue for employment. In this roundtable we will
have an open discussion around roles that are available in academia, biotech, industry, and beyond. Take
your cytometry skills to a place you may not have been aware that they could be applied.

DAY 2, SATURDAY, SEPTEMBER 19th

Topic 1. Al in Cytometry: Beyond Data Analysis, Bartek Rajwa, Purdue University

Advances in computational methods, machine learning, and artificial intelligence are rapidly transforming
scientific practice and creating new opportunities for cytometry. These technologies can affect the entire
research process, from experimental and panel design, data acquisition, and quality control to analysis,
interpretation, and reporting. This roundtable will explore current and emerging applications of Al in flow
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and imaging cytometry, microscopy, and single-cell analysis, including multimodal and generative Al
approaches. We will also consider the use of Al in SRL operations, including scheduling, troubleshooting,
training, documentation, and resource management. Particular attention will be given to contemporary
challenges such as validation, reproducibility, data and model provenance, interpretability, bias, privacy, and
hallucination. Finally, we will discuss the growing role of generative Al in scientific writing, literature
synthesis, and peer review, with emphasis on transparency, accountability, and appropriate human
oversight.

Topic 2. Small Particles: the Good, the Bad, and the Nano, Savannah Neu, Versiti Blood
Research Institute

As if cells were not small enough, flow cytometry continues pushing the boundaries of detection into the
nanoscale realm. Phenotyping small particles such as extracellular vesicles (EV), lipid nanoparticles (LNP),
and viruses have the potential to unlock exciting new areas of scientific discovery. But these experiments
come with unique challenges and sometimes require a return of practices and considerations that have
“gone out of style” in the cytometry world. Come share what you've learned, discuss what’s worked (and
what has not), and help brainstorm new strategies for moving the field forward.

Topic 3. Imaging Cytometry: The Good, The Bad, and the Blurry, David Adams,

University of Michigan and Kathryn Fox, University of Wisconsin Carbone Cancer Center

This roundtable invites attendees to discuss the current status of image cytometry hardware and software
and the opportunities it offers to the research community. This roundtable is open to anyone with an
interest in Image Cytometry.

Topic 4. Unmixing Algorithm: Do we fully understand what they do to the raw
data? Kewal Asosingh, Cleveland Clinic

Unmixing is a critical step in spectral flow cytometry, but most algorithms are proprietary, and we have
limited insight into how they process raw data. This roundtable will discuss the use of cells versus beads as
reference controls, autofluorescence subtraction, and how these choices affect the final data. We will also
consider whether changes are needed in algorithm transparency, validation, documentation, or user training.

Topic 5. New Instruments in the Field of Flow Cytometry, Galina Petrova, Medical
College of Wisconsin

With a vast array of instrumentation on the market, selecting the right cytometer for a lab or shared resource
facility can be challenging. We will discuss the features and capabilities of a wide range of flow cytometers
from benchtop analyzers (conventional, spectral, and imaging) to cell sorters (electrostatic or microfluidic-
based). Join us to explore available technologies and factors to consider when selecting a new instrument.

Topic 6. Making Every Color Count: A Roundtable on Flow Cytometry Panel

Design, Celine Lages, Cincinnati Children's Hospital Medical Center, and Matthew Cochran, University of
Rochester Medical Center

Panel development is an essential component of every flow cytometry project, yet it remains one of
the most challenging aspects of experimental design. As instrumentation becomes more sophisticated and
research questions grow increasingly complex, thoughtful panel design is more critical than ever. In this
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roundtable, we will briefly discuss approaches to both conventional and full-spectrum panel design,
highlighting common principles, frequent pitfalls, and practical strategies for success. Attendees are
encouraged to bring their own questions, challenges, and experiences to the discussion. Whether you are
building your first panel or refining a highly complex assay, the goal is to create a productive exchange of
ideas and practical solutions for the entire group.

Topic 7. Sample Preparation for Flow Cytometry, Leesa Pennell, Revvity, and Tony
Pomicter, Metrdy

We will discuss best practices for freezing, thawing, and resting, buffer selection, cell enrichment and
depletion, filtering, counting, macromolecule preservation, and the dreaded clump. Other considerations will
include viability reagents for sorting vs endpoint analysis, should you barcode everything, and PBS vs TBS.

Topic 8. Integrating Spatial Biology into Shared Resource Laboratories: Lessons

Learned and Strategies for Success, Jessica Back, Karmanos Cancer Institute, Wayne State
University

New spatial imaging technologies are increasingly accessible and complementary to traditional cytometry
and imaging approaches, but integrating these technologies presents unique operational challenges for
Shared Resource Laboratories (SRLs). This roundtable will focus on practical strategies for incorporating
spatial biology platforms into an SRL.

Topic 9. Building Smooth Operators, Steven Polter, University of Rochester Medical Center

Developing an effective flow cytometry training program requires balancing time investment, hands-on
experience, and engaging instruction to build user competency without overwhelming them. Trainers must
thoughtfully navigate different learning styles, determine how strictly to evaluate knowledge retention, and
highlight both best practices and common pitfalls to avoid. Ultimately, establishing strong rapport through
consistent face time and embracing teachable moments when users ask for help are essential for cultivating
capable, independent operators.
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GLIIFCA 35 PRESENTATION ABSTRACTS

2026 CARLETON AND SIGRID STEWART LECTURE

COMPOSITION TO CONSTRUCTION AND BACK AGAIN: THE INTEGRATION OF FLOW
CYTOMETRY AND IMAGING

JARED K. BURKS, PHD. (MD ANDERSON CANCER CENTER)

Flow cytometry has long excelled at quantifying cellular composition, while imaging reveals how those cells
are constructed into tissues and microenvironments. Today, advances in spatial biology, high-parameter
phenotyping, and 3D bioprinting are bringing these worlds together: we can now design, build, and
functionally test biological systems, then read them out across complementary assay and technology
networks.

Our work is shifting from “composition versus construction” to a continuous loop of design, measurement,
and refinement. [ will highlight how I approach innovation and the development of technological networks
and why this is relevant to the research we all support.

SCIENTIFIC SESSION 1: INNATE IMMUNITY

PROTEINTECH PRESENTS: A NEW ERA OF ANTIBODY CONJUGATION

MENGSHA GONG (PROTEINTECH)

Flow cytometry panels are built off the backs of conjugated antibodies. Integrating a new antibody into a
flow panel is often limited by what conjugates are commercially available, and as panel size grows, it
becomes increasingly unrealistic to include secondary antibodies as part of the staining protocol. On the
other hand, performing traditional conjugation techniques yourself can be lengthy, complicated, and
intimidating with mixed results. To simplify antibody conjugation, Proteintech has developed three antibody
conjugation solutions, each featuring a different conjugation strategy, to give researchers greater control and
flexibility in how they label antibodies for their panels.

EARLY LIFE IMMUNITY: VIRAL INFECTIONS, ALLERGY AND MICROBIOME

NicHOLAS W. LUKACS, PH.D. (UNIVERSITY OF MICHIGAN)

Severe respiratory syncytial virus (RSV) infection during infancy is associated with persistent wheezing,
asthma, and impaired lung function later in life. Using a neonatal mouse model, we found that early-life RSV
infection caused lasting alterations in lung structure and pulmonary function, sustained dendritic-cell and
type 2 immune activation, increased mucus production, and enhanced responses to subsequent allergen
exposure. Loss of thymic stromal lymphopoietin receptor signaling protected against these changes,
implicating epithelial alarmin signaling in persistent immune and hematopoietic programming. Early-life RSV
also altered the gut microbiome and circulating metabolites. Maternal supplementation with Lactobacillus
johnsonii reduced type 2 inflammation, mucus production, and long-term pulmonary dysfunction while
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partially normalizing metabolite profiles, including pathways involving docosahexaenoic acid (DHA). Post-
infection DHA supplementation similarly improved pulmonary function and reduced Muc5ac expression.
These findings identify coordinated epithelial, hematopoietic, microbial, and metabolic programming as a
mechanism linking neonatal viral infection to later lung disease and suggest that microbiome- and
metabolite-directed interventions may modify this trajectory.

MONOCYTE-DERIVED IL-10 DRIVES SEX DIFFERENCE IN PAIN DURATION

GEOFFROY LAUMET, PH.D. (MICHIGAN STATE UNIVERSITY)

Women frequently experience longer-lasting pain than men, indicating delayed pain resolution. While we
understand pain can be orchestrated by the close interplay between the sensory nervous system and the
immune system, it remains unclear whether this interaction contributes to the longer duration of pain in
women. Here, we demonstrate that interleukin (IL)-10+ monocytes resolve inflammatory pain by signaling
IL-10R1+ sensory neurons in a mouse model of skin inflammation. A higher number of IL-10+ monocytes in
males enables faster resolution of inflammatory compared to females. In both sexes, pain resolution was
impaired by deleting 1110 from monocytes or I[110ra from sensory neurons. Similarly, in humans, men’s pain
resolved faster than women'’s after traumatic injury, which was associated with higher levels of circulating
monocytes and IL-10 in men. In mice, androgen signaling promotes IL-10 production from monocytes,
resulting in sex differences in the number of IL-10+ monocytes. Enhancing IL-10+ monocytes in the inflamed
skin through Resolvin D1 treatment accelerated pain resolution in both sexes of mice. Our findings uncover a
novel role for peripheral IL-10+ monocytes in driving sex differences in pain resolution. These results also
contribute to the growing evidence that immune cells play a critical role in resolving pain and preventing its
transition into chronic pain.

SPATIAL AND FUNCTIONAL CHARACTERIZATION OF INNATE LYMPHOID CELLS IN THE HUMAN
GENITAL MUCOSA AND THEIR ROLE IN HIV PATHOGENESIS

MARTA RODRIGUEZ-GARCIA, MD., PH.D. (WAYNE STATE UNIVERSITY)

Women acquire HIV primarily through sexual transmission. Identification of mucosal immune mechanisms
that protect against HIV infection in the female genital tract (FGT), the site of entry for the virus, will enable
prevention strategies. Innate lymphoid cells (ILCs) are tissue-resident cells specialized in cytokine secretion
that provide mucosal protection against infections in mice. However, human ILCs remain poorly
characterized and their potential role in HIV prevention is unknown.

Using human endometrial, endocervical and ectocervical genital tissues obtained from women undergoing
hysterectomies, we combined spectral flow cytometry and Chip cytometry to investigate the spatial location,
homeostatic function and antiviral responses of genital ILCs. We identified unique ILC subset distribution
and function based on anatomical location, and ILC phenotypical modifications based on age and
reproductive history. ILCs displayed rapid responses to in vitro HIV stimulation, including cytokine release
and changes in phenotype. These findings reveal unique tissue plasticity of genital ILCs and their
contribution to antiviral mucosal protection.

Understanding how HIV infection is established in the female genital tract is key to developing HIV
prevention strategies for women. Study of this mucosal surface is complex as the immune system is
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compartmentalized and regulated by multiple factors, including hormones, reproduction and menopause.
High-dimensional flow cytometry and imaging are good approaches to facilitate untangling these complex
interactions.

SCIENTIFIC SESSION 2: IMAGING AND COMPUTATIONAL ANALYSIS

BREAKING THE SPECTRAL CEILING: SEVEN-LASER FULL SPECTRUM PROFILING™ TECHNOLOGY
WITH DEEP UV AND INFRARED DETECTION

JOEL CRESPO (CYTEK BIOSCIENCES)

With modern flow cytometers, high-parameter panels can be limited by spectral crowding rather than
detector count. Each added marker competes for spectral space already occupied by existing fluorochromes,
creating tradeoffs between the number of markers and resolution. The Cytek Borealis™ system adds new
spectral space for scientists to utilize. Seven lasers (320 to 850 nm) can be used with 110 fluorescence and
10 scatter detectors. The Deep UV laser at 320 nm and Infrared laser at 850 nm can contribute to additional
detection space previously unused on the Cytek Aurora™ system. Eight new cFluor® dyes can be used to
explore the added detection space. We present characterization data on sensitivity, noise, and plate
acquisition. A comparison of flow cytometer panels for Cytek Aurora and Cytek Borealis systems is
discussed. A high 1 parameter flow cytometer panel exceeding the color count previously achieved on a
Cytek Aurora platform, with similar resolution and data quality, is described.

COMPUTATIONAL TOOLS FOR QUALITY CONTROL AND OBJECTIVE CELL POPULATION
ANNOTATION IN CYTOMETRY

SANDRA ANDORF, PH.D. (CINCINNATI CHILDREN’S HOSPITAL MEDICAL CENTER)

INTERNATIONAL SOCIETY FOR ADVANCEMENT OF CYTOMETRY (ISAC) AMBASSADOR PROGRAM
SPEAKER

Advancements in cytometry technologies have enabled the generation of high-parameter datasets and, as a
result, automated analysis methods are increasingly applied. However, this higher data resolution also comes
with new challenges in quality control and biological interpretation. Here we present two complementary
tools, CytoBatchFlagR and CytoPheno, which together support more objective and efficient analysis of high-
parameter cytometry datasets.

CytoBatchFlagR provides an objective framework for the identification of technical variations that may
impact downstream analyses in high-parameter cytometry data. Using a series of complementary metrics,
the tool enables the assessment of potential batch-related problems at the marker and cell population levels.
Interpretable visualizations help users evaluate technical variation and determine appropriate strategies for
downstream analyses.

CytoPheno was developed to address challenges in annotating cell populations generated through
unsupervised clustering of cytometry data. Through multiple steps, the user-guided tool assigns markers as
negative or positive, standardizes marker names, and determines ontology-based cell phenotypes for each
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cluster. CytoPheno includes a graphical user interface to enhance accessibility and enables researchers to
readily annotate and interpret clustered cytometry data.

Title TBD

(UNIVERSITY OF MICHIGAN)

Abstract TBD

SCIENTIFIC SESSION 3: METABOLISM AND PAIN

BUILT FOR DISCOVERY: FLEXIBLE, PRE-OPTIMIZED FLOW CYTOMETRY PANELS

EILEEN GONZALEZ (REVVITY/BIOLEGEND)

Together, Revvity and BioLegend develop innovative life science solutions that streamline workflows and
accelerate discovery. In this presentation, we will highlight BioLegend’s Pre-Optimized Spectral Panels—
validated, ready-to-use, pre titrated antibody cocktails designed to simplify spectral flow cytometry. Our
newest Expandable Base Panels for human and mouse immune phenotyping enable characterization of
major immune populations, including T, B, NK/NKT, myeloid, and dendritic cells. Designed with flexibility in
mind, open channels and strategically placed drop-in spots allow researchers to add markers of interest
without disrupting the core panel. Discover how these customizable panels can reduce panel design
complexity and provide a flexible foundation for your next spectral flow experiment.

INSULIN-DERIVED FIBRILS AND PHENOLIC PRESERVATIVES AS DISTINCT INFLAMMATORY
DRIVERS IN INSULIN PUMP THERAPY

ULRIKE KLUEH, PH.D. (WAYNE STATE UNIVERSITY)

Insulin-derived fibrils (IDF), formed during pump therapy through mechanical and thermal stress, are
cytotoxic, pro-inflammatory, and pro-fibrotic, contributing to impaired insulin delivery and tissue damage.
Because IDF co-occur with phenolic preservatives (PC; m-cresol, phenol) in commercial formulations, their
independent inflammatory effects remain poorly defined. Using an inline IDF filtration platform validated by
multimodal imaging, phosphoproteomics, and spectral flow cytometry, we separated and compared the
biological effects of IDF and PC.

To directly compare IDF- and PC-mediated effects in vivo, diabetic Akita and wild-type mice received
continuous air-pouch infusion of preservative-free buffer, diluent alone, buffer+IDF, or diluent+IDF. Spectral
flow cytometry demonstrated diabetes- and sex-dependent immune remodeling, including diabetes-
associated cDC1 expansion and eosinophil suppression in males, as well as sex-specific NK-cell responses in
females. In contrast, IDF-dependent NK-cell potentiation was observed across groups.

These findings establish IDF and PC as distinct but interacting inflammatory drivers, identify an
LMNB1/VIM/H1-4 NETosis signature associated with PC exposure, and reveal sex- and diabetes-dependent
immune responses that inform the development of preservative-sparing, fibril-free insulin delivery systems.
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CROSSTALK BETWEEN SPERM METABOLISM AND CALCIUM SIGNALING

MELANIE BALBACH, PH.D. (MICHIGAN STATE UNIVERSITY)

Adjusting to new metabolic conditions is a general task many cell types have to master. While sperm stored
in the cauda epididymis require very little energy, they suddenly have to increase their energy production
during ejaculation to support motility and maturation in the female genital tract. At the molecular level, the
underlying metabolic pathway adaptations and regulatory signaling mechanisms are not well understood.
Calcium ions (Ca®*) in somatic cells modulate metabolic pathways through allosteric regulation of enzyme
activity. Ca®* could be performing a similar function in sperm. Ca®* is required for sperm maturation in the
female genital tract, where sperm continuously increase their intracellular Ca** levels through uptake via the
sperm-specific Ca®* channel CatSper. A potential crosstalk between sperm Ca?* levels, metabolism, and
fertilization competence is ill-described. Using a combination of flow cytometry, mass spectrometry, and
stable isotope labeling, we are investigating the relationship between sperm Ca®* signaling and metabolism.
Sperm incubated in nominally Ca®*-free conditions or after pharmacological CatSper inhibition presented
with diminished 13C-label accumulation, pointing towards reduced metabolic activity. Further, we found
that continuous Ca®* uptake over time was dependent on glycolytic activity. Interestingly, we observed
sperm subpopulations with distinct Ca2* levels. Through sorting of these populations, we identified a
potential correlation between high Ca2* levels and reduced sperm function. Together, these findings reveal a
functional interplay between Ca®* signaling and sperm metabolism, advancing our understanding of sperm
physiology and the molecular mechanisms underlying idiopathic infertility.

REWIRING TUMOR MACROPHAGES: HOW CALORIC RESTRICTION RESTORES CANCER CELL
CLEARANCE

RAMANDEEP RATTAN, PH.D. (HENRY FORD HEALTH)

Tumor-associated macrophages (TAMs) are abundant in ovarian cancer and contribute to immune
suppression and disease progression. We investigated how caloric restriction (CR), a systemic metabolic
intervention with antitumor activity, alters macrophage function within the ovarian tumor
microenvironment. CR enhanced macrophage mediated tumor cell phagocytosis and reduced expression of
the inhibitory phagocytic checkpoint SIRPa. This functional remodeling was accompanied by modulation of
pathways associated with lipid efflux and cellular processing. CR also reduced TREM2-associated
macrophage programs linked to lipid accumulation and immune suppression. Transcriptomic analyses
further revealed coordinated changes in inflammatory, phagocytic, and antigen-processing pathways.
Together, these findings support a model in which CR shifts TAMs from a lipid-loaded, suppressive state
toward a clearance-competent phenotype capable of sustained tumor cell uptake and processing. These
studies identify macrophage metabolic fitness as a potential therapeutic target in ovarian cancer.
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GLITFCA 35 FLASH TALK ABSTRACTS

SESSION I, FRIDAY MORNING
NEUTROPHILS PREVENT THE DEVELOPMENT OF PERSISTENT POSTOPERATIVE PAIN IN MICE

AARYN EDWARDS AND GEOFFROY LAUMET
MICHIGAN STATE UNIVERSITY

Neutrophils are widely considered the immune systems "first responders" to tissue damage and injury.
Following surgical incision, neutrophils rapidly infiltrate the injured skin during the initial phase of
inflammation. Despite the established role of the immune system in the development of pain, the
contribution of neutrophils to postoperative pain remains unclear. The aim of this study is to determine the
role of neutrophils in postoperative pain and to characterize the phenotypic and functional changes that
neutrophils undergo during this process. By employing an established surgical injury model and spectral
flow cytometry/high-dimensional analysis, we saw that following surgical intervention, the population of
neutrophils in the skin significantly increased and gradually declined over time. In addition, we identified
seven unique populations of neutrophils present in the injured skin and in the blood. Depletion of
neutrophils by anti-Ly6G antibody administration prolonged mechanical hypersensitivity and spontaneous
pain after surgical incision. Better characterization of the heterogeneous populations of neutrophils and the
specific role of each subpopulation may offer therapeutic opportunities to alleviate persistent postoperative
pain and identify potential biomarkers.

ROLE OF KMT2C IN MODULATING IMMUNE TUMOR MICROENVIRONMENT OF ENDOMETRIAL
CANCER

SANJEEV GANESH, SWORNALATA PUKHRAMBAM, MAYA PAYTAS, JUVERIA ALI, SAVANNAH HUGHES,
MICHELLE L COTE, ANNA GOTTSCHLICH, HEATHER M GIBSON, AND MICHAEL R WILSON

WAYNE STATE UNIVERSITY

Uterine Serous Carcinoma (USC) is an aggressive form of endometrial cancer and accounts for 40% of
disease mortality. Recent molecular classifications classify USC as a copy number high subtype characterized
by high TP53 mutations and these classifications have enhanced prognostic accuracy and guided targeted
therapies including immunotherapy. Immune checkpoint inhibitors like pembrolizumab are used to treat
advanced and recurrent EC, however the patient response is highly variable, highlighting the need for new
biomarkers. Lysine methyltransferases 2C (KMT2C) is a histone methyltransferase that monomethylates the
enhancer site and regulates genes responsible for DNA repair and damage response. KMT2C loss of function
mutation is frequently observed in multiple cancer models including endometrial cancer. Our lab analyzed
whole exome sequencing data of USC patients which showed KMT2C as the top mutated gene in the dataset.
Our study used CRISPR technology to generate KMT2C knockouts in 12Z and HEC1a cells. Whole cell lysates
of these cells were used for immunoblotting analysis and showed upregulation of PDL1 expression. USC data
from TCGA showed that these tumors have higher CD8+ T cells when they were profiled using CIBERSORTXx.
Finally, we profiled the immune microenvironment in patient tumor samples using multiplexer analysis. By
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uncovering the mechanistic role, this study will highlight the underlying regulation of KMT2C mutations on
dysregulating the tumor immune microenvironment and support its potential as a predictive biomarker for
ICI responsiveness in EC. Future studies will focus on replicating the results in KMT2C KO mice and further
understand their role in shaping the immune microenvironment.

PRECISION BACTERIAL SINGLE-CELL DEPOSITION BY SPECTRAL FLOW SORTING FOR
SPATIALLY CONTROLLED PHENOTYPING

SoPHIA R. MORRIS, DAVID PEREZ HERRERA, BRIANNA N. CORMAN, BARTEK RAJWA
PURDUE UNIVERSITY

Flow cytometry is well established for the analysis of bacterial populations at single-cell resolution, but new-
generation cell sorters extend this capability by enabling precise recovery and spatial deposition of selected
bacterial cells. Here, we describe the use of the ThermoFisher Bigfoot Spectral Cell Sorter as a platform for
controlled bacterial single-cell deposition. Rather than relying on the stochastic spatial separation produced
by conventional streak plating, flow sorting can place selected singlet events at predefined coordinates on
solid media. When singlet discrimination, deposition accuracy, and cell recovery are appropriately validated,
this approach enables reproducible generation of single-cell-derived colonies with defined spatial
organization. Importantly, the Bigfoot incorporates an integrated biocontainment enclosure and dedicated
aerosol management system, providing engineering controls for appropriately risk-assessed microbial
sorting while retaining direct access to plate-based deposition. Controlled deposition is particularly useful
when the growth surface itself contains a spatially varying experimental perturbation. Individual bacterial
cells can be deposited at predefined positions across agar containing an antibiotic concentration gradient,
allowing colony formation and subsequent recovery to be evaluated as a function of position along the
gradient while controlling the initial cell number and spatial arrangement. Programmed spacing between
deposition sites also prevents colony overlap and can reduce short-range interactions among neighboring
colonies. Because defined numbers of cells can be targeted to known locations, the same strategy can be used
to generate low inoculum reference samples for detection-probability studies or to examine responses to
spatially controlled optical 1 exposures. We illustrate this approach using a workflow in which colonies
formed at different positions along the antibiotic gradient are subsequently analyzed by Raman
spectroscopy to characterize antibiotic-associated biochemical phenotypes across the exposure range.
Together, precise single-cell deposition, spatially defined perturbation, and downstream spectroscopic
phenotyping provide a flexible experimental framework for linking sorted individual bacterial cells to their
clonal outgrowth and subsequent phenotypic responses.

SESSION II, SATURDAY MORNING

NOVEL FLOW CYTOMETRY GATING RECAPITULATES SCRNA-SEQ-DEFINED MEMORY CD8 T-
CELL SUBPOPULATIONS

PAvVLA BOHACOVA, MARINA TEREKHOVA, OLEG SHPYNOV, THOMAS FRANCIS, KAMILA
HUSARCIKOVA, PETR TSURINOV, JAN K0SSL, MAKSIM KLEVEROV, MOLLY KEPPEL, STEPHEN D.R.
HARRIDGE, NATHAN SINGH, MAXIM N. ARTYOMOV

WASHINGTON UNIVERSITY IN ST LOUIS
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Human CD8 T cells have traditionally been classified into naive, central memory, effector memory, and
terminal effector subsets using CCR7 and CD45RA expression, a framework that has guided immunological
research and clinical immune monitoring for nearly three decades. However, recent single cell studies have
revealed transcriptionally distinct CD8 T cell populations, including GZMK-, GZMB-, and central memory like
states, raising important questions regarding their relationship to canonical flow cytometric subsets. Here,
we systematically integrated transcriptomic, epigenetic, and phenotypic analyses to evaluate the
correspondence between these classification schemes. We demonstrate that conventional CCR7-CD45RA
gating generates heterogeneous populations containing extensive mixtures of transcriptionally and
epigenetically distinct CD8 T cell states, resulting in poor resolution of biologically meaningful subsets. To
address this limitation, we developed a novel surface marker-based gating strategy that accurately identifies
transcriptionally defined human CD8 T cell populations using standard flow cytometry while enabling
prospective isolation of viable cells. Compared with conventional CCR7-CD45RA gating, the new strategy
substantially improved both transcriptional purity and recovery of the corresponding single-cell-defined
populations and identified subsets with distinct chromatin accessibility landscapes and lineage-associated
transcription factor programs. Functional characterization of purified subsets revealed marked differences
in proliferative capacity, cytokine production, and cytotoxic activity, demonstrating that transcriptionally
defined states possess distinct immune functions. Together, these findings establish a biologically grounded
framework for CD8 T cell classification and provide 1 a practical platform for mechanistic studies, biomarker
discovery, and cellular immunotherapy applications.

FLOW CYTOMETRIC IMMUNOPHENOTYPING REVEALS OXYSTEROL DRIVEN IMMUNE
DYSREGULATION IN EXPERIMENTAL AUTOIMMUNE UVEITIS

SUKHVINDER SINGH AND ASHOK KUMAR
WAYNE STATE UNIVERSITY

Purpose: Autoimmune uveitis (AU) is a major cause of vision loss worldwide and is characterized by chronic
retinal inflammation that often requires prolonged corticosteroid therapy, which is associated with limited
efficacy. Emerging evidence suggests that lipid metabolism dysfunction plays a crucial role in autoimmune
diseases; however, whether dysregulated oxysterol metabolism contributes to AU pathogenesis remains
unclear. This study highlights the application of multiparameter flow cytometry to characterize oxysterol-
driven immune alterations in experimental autoimmune uveitis (EAU). Methods: Experimental autoimmune
uveitis (EAU) was induced in wild-type (WT) (C57BL/6]) mice by immunization with interphotoreceptor
retinoid-binding protein (IRBP). Disease severity was assessed based on fundus examination and retinal
function testing. Ocular tissue (retina), splenocytes were harvested at 21 days post-immunization. Immune
cell populations, including neutrophils, macrophages, CD4" T cells, Th1, Th17, and regulatory T cells (Tregs),
were quantified using flow cytometry. Ex vivo IRBP-stimulated splenocytes were treated with the oxysterol
7-hydroxycholestenoic acid (7 HOCA) or the GPR183 antagonist NIBR189 to assess immune cell activation,
proliferation, and pathogenic T-cell differentiation. Results: Flow cytometric analysis demonstrated that
oxysterol exposure significantly increased inflammatory macrophage 1 infiltration and expanded IL-17A-
producing Th17 cells while enhancing activation and proliferation of IRBP-reactive lymphocytes. Functional
analyses further revealed increased lipid peroxidation in oxysterol-treated immune cells, consistent with
immunometabolic reprogramming. Pharmacological inhibition of GPR183 with NIBR189 markedly reduced
immune cell activation, proliferation, and Th17 polarization, indicating that oxysterol signaling promotes
pathogenic immune responses through the GPR183 pathway. Conclusion: This study demonstrates the utility
of multiparameter flow cytometry for dissecting immune cell dynamics in AU and identifies oxysterol-
GPR183 signaling as a critical regulator of pathogenic immune responses. These findings highlight flow
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cytometry as a powerful platform for evaluating immunometabolic mechanisms and therapeutic
interventions in ocular inflammatory diseases.

CHARACTERIZATION OF CD127- INNATE LYMPHOID CELLS IN THE HUMAN FEMALE GENITAL
TRACT USING HIGH-DIMENSIONAL FLOW CYTOMETRY

BEVERLY Fu, ALEXANDRA WERNER, ALEAH HOLMES, GENNA MOLDOVAN, JARED FORTIER, REBECCA
JAMESON, HANNA PERONE, GHADEAR SHUKR, MARTA RODRIGUEZ-GARCIA

WAYNE STATE UNIVERSITY SCHOOL OF MEDICINE

The human female genital tract (FGT) is constantly exposed to microbes ranging from vaginal commensals to
infectious agents such as HIV. However, HIV transmission rates per sexual act are low in women, implicating
robust innate immune responses in the FGT that remain understudied. Innate lymphoid cells (ILCs) are
tissue-resident cells that primarily contribute to mucosal immunity through cytokine secretion. ILCs function
similarly to helper T cells but lack antigen specificity and lineage-defining markers. While traditional ILCs
express CD127, recent reports have identified CD127- ILCs in human tissues. The characterization and
function of CD127- ILCs within the FGT remain unknown, and their identification is difficult due to
overlapping surface marker expression with other immune cells. We previously demonstrated immune
compartmentalization and tissue specialization of the CD127+ ILCs throughout the FGT and uncovered their
ability to respond to HIV stimulation, positioning ILCs as critical components of antiviral defense in the FGT.
Here we wanted to define CD127- ILC distribution and function in the FGT. Fresh human hysterectomy
samples from three anatomical regions (endometrium, endocervix, and ectocervix; n=17) were
enzymatically digested and filtered to produce a single mixed cell suspension. High-dimensional (26-
parameter) flow cytometry was used to identify and study the distribution, phenotype, and intracellular
contents of CD127- ILCs in comparison with CD127+ ILCs. ILCs were first identified as CD45+, Lineage-
(CD14, CD16, CD66b, CD11b, CD19, CD3, and CD11c) cells, after which CD127- and CD127+ populations were
gated separately. Within the CD127 population, CD94, NKp46, and CD56 were used to further 1 distinguish
CD127- ILCs from non-classical CD56+ CD16- NK cells. The CD127- and CD127+ ILCs were then divided into
ILC subsets (based on CD117 and CD294 expression), within which degranulation (CD107a) and cytokine
and granzyme production were investigated across the FGT. Subset distribution varied between the CD127-
and CD127+ ILCs throughout tissue compartments. CD127- ILC1s and ILC3s produced IFN-y and IL-22,
respectively, as previously demonstrated in CD127+ ILCs. Production of granzymes A and B was restricted to
the endometrium and the CD127- ILC1 subset. Our preliminary findings indicate that the CD127- ILCs
remain a promising area of investigation in the human FGT and may play an important role in tissue
maintenance and pathogen defense.

SESSION III, SATURDAY AFTERNOON

GOOD SCIENCE STARTS WITH GOOD NOTES: IMPROVING DOCUMENTATION IN CYTOMETRY
EXPERIMENTS

KEWAL ASOSINGH1, CANTUG BARZ, MARJOLIJ]N HAMEETMANS3, FLORENAL JOSEPH#, LAURA AL
ALVAREZ LEES, CHARLOTTE C. PETERSEN®, BARTEK RAJWA7, STEFAAN VERHULSTS, AND MICHAEL D.
GREGORY?
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IFLOW CYTOMETRY CORE FACILITY, CLEVELAND CLINIC RESEARCH, CLEVELAND, USA;

2FLOW CYTOMETRY CORE FACILITY, CANCER RESEARCH UK CAMBRIDGE INSTITUTE, CAMBRIDGE, UK;

3FLOW CYTOMETRY CORE FACILITY LEIDEN UNIVERSITY MEDICAL CENTER, THE NETHERLANDS;

#CYTOMETRY & CELL SORTING LABORATORY, NYU GROSSMAN SCHOOL OF MEDICINE; NY, USA;

SCENTRO DE INVESTIGACION CIENTIFICA Y DE EDUCACION SUPERIOR DE ENSENADA, BAJA CALIFORNIA, MEXICO;
6FACS CORE FACILITY, DEPARTMENT OF BIOMEDICINE, AARHUS UNIVERSITY, DENMARK;

7BINDLEY BIOSCIENCE CENTER, PURDUE UNIVERSITY, IN, USA;

8FLOW CYTOMETRY CORE FACILITY, VRIJE UNIVERSITEIT BRUSSEL, BRUSSELS, BELGIUM;

9FLOW CYTOMETRY CELL SORTING FACILITY AT THE CALIFORNIA INSTITUTE OF TECHNOLOGY (CALTECH),
CALIFORNIA, USA

Cytometry experiments generate complex and information rich datasets, but the quality, reproducibility, and
long-term value of these data depend heavily on how well the experimental process is documented.
Differences in sample handling, reagent preparation, instrument configuration, or analysis strategies can
profoundly affect study outcomes. The field still lacks a practical, comprehensive framework that describes
which information should be consistently recorded across the different stages of a cytometry experiment. As
technologies continue to evolve toward increasingly high dimensional and computationally intensive
approaches, the need for standardized and transparent record-keeping practices has become more
important than ever. This presentation introduces a practical, step-by-step guideline to help cytometrists
systematically document the entire experimental workflow—from study planning through final data analysis
and storage. The guideline covers key elements, including experimental objectives, sample collection and
preparation, reagent and antibody documentation, instrument setup and quality control, data acquisition
settings, gating and analysis strategies, and long term data management practices. The goal is to establish
clear, sustainable documentation practices that improve data 1 integrity, troubleshooting, collaboration,
reproducibility, and scientific transparency. The recommendations were shaped by extensive engagement
with the cytometry community, including discussions at two CYTO workshops, a CYTO tutorial, and a
worldwide survey of researchers and core facility staff. These interactions revealed common gaps in
documentation practices, recurring technical challenges, and frequent uncertainty about which information
should be retained to allow experiments to be accurately interpreted and reproduced months or even years
later. Importantly, the feedback also highlighted the growing recognition that rigorous record-keeping is
essential not only for publication and compliance, but also for improving day-to day experimental quality
and operational efficiency within shared resource laboratories. This guideline, based on community input
and lab experiences, addresses a key gap in cytometry by promoting best practices for experimental
documentation. The recommendations suit both individual labs and large facilities. Better record-keeping
will enhance rigor, reproducibility, and ensure cytometry data remains reliable and useful for future
research.

HIGH-DIMENSIONAL SPECTRAL FLOW CYTOMETRY REVEALS UNIQUE HUMAN CERVICAL-
VAGINAL NEUTROPHIL PHENOTYPES UNDER INFLAMMATORY CONDITIONS

GENNA MOLDOVAN, ZACHARY POMICTER, BEVERLY FU, GABRIEL FABER, ALEAH HOLMES,
GABRIELLA SILASI, JARED FORTIER, NICOLE WOZNICKI, GHADEAR SHUKR, JACK SOBEL, MARTA
RODRIGUEZ-GARCIA

WAYNE STATE UNIVERSITY
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Neutrophils are the most abundant innate immune cells in the human female genital tract (FGT). Recent
advances in animal models have uncovered neutrophil heterogeneity and rapid tissue adaptations, but
neutrophil diversity and functionality in the human FGT under homeostatic and inflammatory conditions
remain unknown. Previous work has highlighted increased immune cell infiltration at the cervical-vaginal
surface in patients experiencing bacterial vaginosis, a form of vaginitis, but neutrophil contribution has not
been defined largely due to technical limitations. We aimed to optimize an isolation and flow cytometry
analysis protocol to characterize the neutrophil populations and function at the cervical vaginal surface
under homeostatic and inflammatory conditions. Cervical vaginal swabs were collected from female patients
either experiencing vaginitis symptoms or not during routine clinical visits where a pelvic exam took place
(WSU IRB-25-11 8289 and IRB-25-05-7751). Swabs were placed in 15mL conical tubes containing room
temperature X-VIVO15 medium. Cell suspensions were spun down, filtered, then resuspended in PBS for
staining. Dead cells were stained with Zombie NIR, then CD16 was added followed by a 21-plex
multiparameter flow panel in MACS buffer to identify neutrophil populations and phenotypic markers. Cells
were fixed in 4% paraformaldehyde then run on the Cytek Northern Lights and analyzed in OMIQ.
Neutrophils were identified by surface expression of CD45, CD66b, CD11b and low CD11c. Neutrophil
maturity was ascertained by CD10 and activation determined by CD15 expression. Increased neutrophil
infiltration at the cervical-vaginal surface was observed in patients experiencing vaginitis compared to
vaginitis-free 1 patients (P=0.0011). Similar percentages of activated (CD10+) and mature (CD15+)
populations were observed in both cohorts, however mature activated (CD10+ CD15+) neutrophils were
significantly increased in normal cervical vaginal samples compared to vaginitis (P=0.0067). In patients
experiencing vaginitis, the percent of neutrophils was positively correlated (r=0.2431, P=0.0441) with
increasing vaginal pH. We successfully designed and executed a high dimensional spectral flow cytometry
analysis of human cervical vaginal neutrophils. We uncovered vaginitis specific neutrophil infiltration and
phenotypic marker expression. Further analysis characterizing differential neutrophil function is ongoing.

NEUTROPHIL-MEDIATED PROTECTION IN THE AGING FEMALE GENITAL TRACT

ALEAH HOLMES!2, ALEXANDRA WERNER \ 12, GENNA MOLDOVANS, JARED FORTIER3, MARTA
RODRIGUEZ-GARCIAL2

IIMMUNOLOGY PROGRAM, TUFTS UNIVERSITY GRADUATE SCHOOL OF BIOMEDICAL SCIENCES, BOSTON, MA,
USA.

2C.S. MOTT CENTER FOR HUMAN GROWTH AND DEVELOPMENT, WAYNE STATE UNIVERSITY SCHOOL OF
MEDICINE

SWAYNE STATE UNIVERSITY

Background: Susceptibility to sexually transmitted infections, including HIV, increases with age following
menopause. We previously reported that genital neutrophils trap and inactivate HIV, but neutrophil
responses to HIV are progressively impaired with aging. However, the underlying mechanisms responsible
for neutrophil functional impairment and influence of the tissue environment remain unknown. Hypothesis:
We hypothesize that with aging there is a shift in genital neutrophil phenotype and function that contributes
to reduced mucosal protection. Results: Phenotypical analysis of blood and genital neutrophils using spectral
flow cytometry revealed that both immature (CD10-) and mature (CD10+) neutrophils can infiltrate the
genital tissue. While most mature neutrophils are CD15+, within the immature population there are two
distinct populations the CD10- CD15- and the CD10- CD15+. As neutrophils enter the tissue they adapt by
organizing in a site specific manner and assume protective functions such as antigen presentation and
pathogen sensing. As women age, we see a shift in infiltrating neutrophils to a more immature dominate
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population as well as dysregulation in trafficking and activation. This finding is recapitulated with our
confocal data that shows an increase in neutrophil trafficking to the endometrium and conversely a loss of
neutrophils in the ectocervix. Conclusions: Distinct genital neutrophil subsets populate the genital mucosa
and they adapt in a tissue-specific, spatially 1 organized manner and assume protective functions. As women
age, there is dysregulation of neutrophil trafficking and activation leading to increased inflammation and a
loss of immune protection. Future studies will determine the direct effects of genital tissue senescence on
neutrophil function and mucosal protection.

MULTIPLEXED SPATIAL IMAGING REVEALS PRESERVATIVE-DRIVEN NETOSIS AND
INFLAMMATION AT CONTINUOUS INSULIN INFUSION SITES

CONGXIAO CHENG; ELIZABETH WISMAN; GEORGE SCHWENKEL; JESSICA BACK; ULRIKE (KLUEH)
MENKES

WAYNE STATE UNIVERSITY

Background: Continuous subcutaneous insulin infusion is limited by device-related inflammation and
fibrosis, which reduce catheter lifespan. Phenolic preservatives (m-cresol, phenol) needed for insulin
formulation stability are toxic to skin cells, but their role in driving neutrophil extracellular trap (NET)
formation and tissue remodeling at the infusion site has not been spatially studied. Methods: In a porcine
subcutaneous catheter model, we continuously infused either preservative-containing insulin diluent
(vehicle + phenolics) or preservative-free vehicle alone for 1, 3, and 7 days. Infusion-site tissue was analyzed
using cyclic immunofluorescence (Bruker CellScape) with a 13 marker, 5-cycle panel (ACTAZ2, neutrophil
elastase, serum amyloid A, MPO, CD163, CD31, mast cell tryptase, IBA1, citrullinated/dimethylated histone
H3, CD68, COL1A1, DNA/SYTOX Orange). This allowed for simultaneous spatial mapping of NETosis,
neutrophils, macrophages, mast cells, vasculature, and collagen within a single section. Primary human
neutrophils from seven healthy donors were also exposed to phenolic-containing or preservative-free
vehicle for 30 minutes and analyzed by global phosphoproteomics to characterize the underlying signaling
response. Results: Preservative-containing formulations caused progressive, time-dependent NET
accumulation and neutrophil infiltration over 7 days, with early collagen deposition indicating fibrotic
remodeling. Removing the preservative significantly reduced histologic inflammation and NET burden.
Multiplexed imaging localized NETosis and infiltration of neutrophils and macrophages relative to CD31+ 1
vasculature, revealing a perivascular distribution of preservative-driven inflammation. Phosphoproteomic
profiling showed phenolic exposure created a distinct, rapidly induced signaling state (clear separation by
PCA, UMAP, PLS-DA) among 8,777 phosphosites analyzed, with 2,068 significantly changed and over 80%
up-phosphorylated. The NETosis focused analysis identified 53 up- versus 14 down phosphorylated sites,
suggesting coordinated cytoskeletal and nuclear signaling in NET induction. Conclusions: Combining long-
term multiplexed imaging with molecularly characterized neutrophil signaling reveals phenolic
preservatives as previously unrecognized triggers of NETosis and shows that formulation composition can
be adjusted to influence device-related sterile inflammation, affecting insulin-delivery device
biocompatibility and lifespan.
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2026 TECH TALK ABSTRACTS

The Exhibitor Tech Talks will take place on Friday afternoon, September 18th. This session is intended to
provide our exhibitors with a forum to present new technology, instrumentation. Each presentation lasts 5
minutes.

BANGS LABORATORIES, INC.

BEAD STANDARDS FOR FLOW CYTOMETRY

Jordan Anthony Hettinger (jordan@bangslabs.com)

Bangs Labs provides a broad range of bead standards for flow cytometry: fluorescence intensity, nano-flow,
fluorescence quantitation, and minimal autofluorescence beads. Quantum™ QC 8-peak, multi-intensity, multi-
fluorescent beads for daily cytometer QC. Nano- and Small-Bead Calibration Kits in nanoflow applications for
instrument QC, verifying resolutions, and establishing appropriate instrument settings. Quantum™ MESF and
Quantum™ Simply Cellular® for quantitative determination of cellular expression levels via relating
instrument channel values to standardized fluorescence intensity units (MESF and ABC). New low
autofluorescence beads featuring a novel bead matrix offering minimal autofluorescence, stable functional
groups, and high coating capacity.

DOTMATICS

NEW FEATURES IN OMIQ AND FCSEXPRESS

Geoff Kraker (geoff@omig.ai)

Both OMIQ and FCSExpress have recently released new functionality in the past few months - Autogating
(called Adaptigate) and Titration/Stain Index tasks for OMIQ and improved file compatibility for A7, A8, and
S8 generated files for FCSExpress. In this talk we'll highlight and demonstrate some of these new features!

MILTENYI BIOTEC

BEYOND BEADS: THE NEXT DIMENSION OF CELL ANALYSIS EXPLORING MODERN CELL SORTING AND
SPATIAL BIOLOGY

Allie Guiang (allisong@miltenyi.com)

Most scientists know Miltenyi for beads, but how much do you really know about the technologies shaping
the next generation of cell analysis? Through a series of "Two Truths and a Lie" challenges, we'll explore
surprising facts about modern cell sorting and spatial biology and reveal how researchers are moving
beyond cell isolation to gain deeper biological insight. From selecting the right cells for downstream
applications to understanding where those cells reside and interact within tissues, this session offers a fresh
perspective on the technologies driving discovery across immunology, oncology, translational research, and
beyond.
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SONY BIOTECHNOLOGY INC.

BUILDING STANDARDIZED HIGH-PARAMETER SPECTRAL FLOW CYTOMETRY WORKFLOWS WITH THE
Sony ID7000

Michael Zordan (jordan.mackinnon@sony.com)

This talk will highlight strategies for standardizing high parameter spectral flow cytometry workflows to
support real time immune monitoring while reducing technical variability. It will also address key principles
for reliable spectral unmixing, including separation -accurate resolution of fluorochrome emission spectra
and orthogonality - consistent unmixing performance across different reference-control conditions.

WATERS BIOSCIENCES

SEEING IS SORTING: TRANSFORMING FLOW CYTOMETRY WITH BD CELLVIEW™ IMAGE TECHNOLOGY

Kristin Elmer (kristin.elmer@bd.com)

Traditional flow cytometry relies on plotting Forward Scatter area vs. Forward Scatter height to eliminate
doublets, which doesn't always resolve single cells. This presentation demonstrates how BD CellView™
Image Technology adds real time quality control by directly visualizing cells during high speed sorting. By
analyzing spatial features on the fly, this camera-free system improves doublet discrimination by visually
separating doublets and single cells all the way to debris. Adding scatter-plot inferences with visual
confirmation maximizes sample purity and safeguards downstream assays.
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GLIIFCA 35 Speakers

Composition to Construction and Back Again: The integration of Flow
Cytometry and Imaging

Jared K. Burks, Ph.D.

Professor, Hematopoietic Biology & Malignancy

CCSG Associate Director for Shared Resources

Executive Director, Shared Resource Technologies
Director, Flow Cytometry & Cellular Imaging Core Facility
Director, Innovation Nexus

The University of Texas MD Anderson Cancer Center

Jared K. Burks, Ph.D,, is a prominent molecular biologist and technologist at MD Anderson Cancer Center,
where he serves as a Professor, Associate Director of Shared Resources for

the Cancer Center Support Grant (CCSG), Executive Director of Shared Resource Technologies, Director of
Flow Cytometry & Cellular Imaging Core and Director of Innovation Nexus. Recognized by the National
Cancer Institute (NCI) as a Research Specialist in Spatial Biology (R50 award), he specializes in spatial
biology and has introduced several innovative technologies such as live cell imaging, eight-color TSA imaging,
mass cytometry (suspension and imaging), and sequential immunofluorescence.

Dr. Burks earned his Ph.D. in Biology from Texas A&M University, focusing on protein folding and trafficking
under the National Academy member, Dr. Max D. Summers. He furthered his research at Baylor College of
Medicine before joining MD Anderson, where he has directed a core facility for 14 years and founded the
Innovation Nexus. The Innovation Nexus focusing on early adoption of novel technologies and has secured
$5 million in novel technology partnerships within the last 18 months leading to multiple publications and
funded grant awards.

His current work involves developing methods for data integration to enhance understanding of cellular
communications in tumors. He regularly serves as a Key Opinion Leader for various technology companies.
Most recently he established the Lunaphore Comet sequential immunofluorescence system and introduced
STOmics spatial transcriptomics. Through these technologies Dr Burks helped create a pipeline to combine
spatial metabolomics, glycomics, pepidomics, proteomics, transcriptomics, and microbiome data in 3D to
understand the functional interactions that occur in unique spatial niche. These efforts were driven to
support a now funded U01 HTAN grant. Dr. Burks’ expertise in emerging technologies drives collaborative
efforts that lead to significant advancements in cancer research and biology.

“I started my carrier at Texas A&M University learning about patterns in genes and proteins, allowing and
facilitating subcellular protein trafficking. As I have progressed to MD Anderson Cancer Center, [ have scaled
to cellular trafficking attempting to understand the spatial distribution of cells in organ systems during
disease. Asin many parts of life, form equals functions. How our cells organize speaks to how they function
and respond to their local environment. Bringing together multi-omics approaches allows for greater clarity
in these imaging snapshots that are collected”.
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Early life Immunity: Viral infections, Allergy and Microbiome

Nick Lukacs, PhD

Stobbe Endowed Professor, Department of Pathology
Director, Mary H Weiser Food Allergy Center
University of Michigan

15 0

Nicholas W. Lukafcs is the Godfrey D. Stobbe Professor of Pathology at the University of Michigan Medical
School in Ann Arbor, Michigan. He received his Ph.D. from Wayne State University in 1992 and was first
appointed as a faculty member at the University of Michigan in 1994. He also serves as an Assistant Dean for
Faculty Affairs at the University of Michigan Medical School. Most recently, Dr. Lukacs has taken the role as
Scientific Director of the Mary H Weiser Food Allergy Center. Presently, his research funding includes
National Institute of Health grants, as well as pharmaceutical research contracts. He has served on editorial
boards of numerous journals and as a reviewer for NIH and Foundation grant study sections. Dr. Lukacs has
co-authored over 280 peer-reviewed publications and greater than 40 invited book chapters and reviews.
The Lukacs Lab research is presently focused on the innate and acquired immune responses in allergen- and
respiratory virus-induced acute and chronic diseases, as well as the role that the gut microbiome has on
development of allergic diseases. Studies in the laboratory have been focused on the function and activation
of DC and T cells during infections and the differential epigenetic modulation of the immune and pathologic
responses that lead to exacerbated disease progression. Translational collaborations include studies
examining severe respiratory syncytial virus (RSV)-induced disease with infants in the Pediatric ICU and
development of food and airborne allergen responses in inner city birth cohorts with collaborators from
Henry Ford Medical Center and UCSFE. More recently collaborative studies have been initiated in children with
Eosinophilic Esophagitis (EoE) with U of Michigan cohorts conducted by Dr. Vera Dematos from Pediatric
Gastroenterology. In the laboratory, a new model of EoE has been established in collaboration with Dr.
Catherine Ptaschinski, Ph.D. to correlate clinical findings with specific mechanisms of action.

Monocyte-Derived IL-10 Drives Sex Difference in Pain Duration

Geoffroy Laumet, Ph.D.

Red Cedar Distinguished Associate Professor
Department of Physiology

Michigan State University

Geoffroy Laumet (pronounce zho-FRWAH low-May), Ph.D., is an Associate Professor and the Red Cedar
Professor in the Department of Physiology and the Neuroscience Program at Michigan State University. He
received his Ph.D. from the Pasteur Institute in France and completed his postdoctoral training at MD
Anderson Cancer Center in Houston. His laboratory investigates neuroimmune communication, with a
particular focus on how interactions between sensory neurons and immune cells regulate pain and migraine.
His research has been supported by the NIH, Department of Defense, and Rita Allen Foundation.
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" Spatial and functional characterization of Innate Lymphoid Cells in the
human genital mucosa and their role in HIV pathogenesis

Marta Rodriguez-Garcia, MD, PhD

Department of Biochemistry, Microbiology and Immunology
C.S Mott Center for Human Growth and Development
Wayne State University School of Medicine

Dr. Marta Rodriguez-Garcia obtained her MD from the University of Granada and PhD from the University of
Barcelona (Spain). She completed her medical residency in Clinical Immunology and then moved to the USA
for postdoctoral training, first at the Ragon Institute of MGH, MIT and Harvard, and then at Dartmouth to
focus her research on reproductive immunology and HIV infection. She then became an Assistant Professor in
the Department of Immunology at Tufts, and recently moved to Wayne State University as an Associate
Professor in the Department of Biochemistry, Microbiology and Immunology and the C.S Mott Center for
Human Research and Development. Her research, focuses on understanding the early events of mucosal HIV
acquisition in women and how innate immune protection changes as women age. She serves as a standing
member for the HIV Comorbidities and Clinical Studies (HCCS) NIH Study Section, she is a council member
for the American Society for Reproductive Immunology (ASRI), and serves on the editorial board for the
American Journal for Reproductive Immunology. She recently became a Burroughs Wellcome Fund
Investigator in the Pathogenesis of Infectious Diseases (PATH) awardee.

International Society for Advancement of Cytometry (ISAC) Ambassador Program Speaker

Computational tools for quality control and objective cell population
annotation in cytometry

Sandra Andorf, Ph.D.

Associate Professor

UC Department of Pedicatrics

Cincinnati Children's Hospital Medical Center

Dr. Sandra Andorf is an Associate Professor in the Divisions of Biomedical Informatics and Allergy and
Immunology at Cincinnati Children's Hospital Medical Center within the UC Department of Pediatrics. She
received her Ph.D from the University of Potsdam (Germany) in 2011. Dr Andorf began working for the
Cincinnati Children’s Hospital Medical Center in January 2020. The Andorf Lab primarily focuses on
computational approaches in the intersection of immunological and clinical research to study underlying
causes and novel approaches for the prevention, diagnosis and treatment of disease. Most of her research is
in the field of food allergy. However, her laboratory also studies other immune-mediated disorders. Her
projects often involve the analysis of single-cell data from assays such as flow cytometry (FCM) or mass
cytometry (CyTOF), and much of our work is collaborative with experimental biologists, clinicians and
biostatisticians. A secondary focus of the Andorf Lab is the reuse of individual-level clinical study data. For
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this research, she leverages data that are available in the immunology database and analysis portal
(ImmPort) and other similar resources.

Insulin-Derived Fibrils and Phenolic Preservatives as Distinct Inflammatory
Drivers in Insulin Pump Therapy

Ulrike Klueh, Ph.D.

Associate Professor
Department of Physiology
Wayne State University School of Medicine

Dr. Ulrike Klueh is a member of the Integrative Biosciences Center and the Center for Urban Responses to
Environmental Stressors at Wayne State University. She has been conducting research on diabetes mellitus
for the past 20 years. Her research is focused on the impact of inflammation and wound healing pertaining to
biofouling of implantable devices. Her laboratory is also engaged in investigating environmental factors and
their link to insulin resistance with her collaborators. Specifically, Dr. Klueh’s work has focused on using
tissue engineering approaches to investigate issues of biocompatibility and underlying tissue impairment
because of implantable devices. Her foundational work has resulted in numerous publications and patents as
well as in the creation of Cell and Molecular Tissue Engineering, LLC, a spin-off company designed to
translate her work from the bench to the bedside. Her studies are currently funded through NIDDK and
NIEHS.

Crosstalk between sperm metabolism and calcium signaling

Melanie Balbach, Ph.D.

Assistant Professor

Department of Biochemistry & Molecular Biology
Michigan State University

Dr. Melanie Balbach is an Assistant Professor in the Department of Biochemistry and Molecular Biology at
Michigan State University. She received her Ph.D from the University of Bonn (Germany) in 2017 and
completed her postdoctoral training at Weill Cornell Medicine (New York City, NY) in 2023.

The Balbach lab is aiming to understand how cells adapt their metabolism to new energy requirements.
Although adjusting to new metabolic conditions is a general task many cell types have to master, the
underlying molecular mechanisms are not well understood. The current focus lies on the male gamete, the
sperm cell.
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Rewiring Tumor Macrophages: How Caloric Restriction Restores Cancer Cell
Clearance

Ramandeep Rattan, PhD
Senior Scientist

Division of Gynecologic Oncology
Henry Ford Health

Dr. Ramandeep Rattan is a Senior Scientist and Professor in the Division of Gynecologic Oncology at Henry
Ford Health. Her research focuses on ovarian cancer metabolism and immunometabolism, with particular
emphasis on how systemic metabolic interventions reshape antitumor immune responses. Her laboratory
has investigated caloric restriction, intermittent fasting, ketogenic interventions, and ketone-body signaling
as tools to modulate T-cell and macrophage function in ovarian cancer. Her group extensively uses
multiparameter flow cytometry to define immune-cell phenotype, function, and metabolic state within the
tumor microenvironment. Her work has been supported by the NIH/NCI, Department of Defense, and
several foundation and institutional mechanisms.
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GLIIFCA 35 GENERAL INFORMATION

CONFERENCE REGISTRATION DESK

THE REGISTRATION DESK IS LOCATED IN THE ATRIUM

e Thursday, September 17t - 11:00 AM to 8:00 PM
e Friday, September 18th - 8:00 AM to 7:00 PM
e Saturday, September 19t - 8:00 AM to 4:00 PM

THE CONFERENCE REGISTRATION FEE INCLUDES ALL COFFEE BREAKS, BREAKFAST, LUNCH, THE
THURSDAY OPENING RECEPTION, THE FRIDAY WINE & CHEESE RECEPTION, AND THE FRIDAY ROCK
‘N’ BOWL PARTY AT THE MAJESTIC THEATRE CENTER AND GARDEN BOWL.

EXHIBITS
SCHEDULED VENDORS WILL HAVE BOOTHS IN THE EXHIBIT AREA (ATRIUM)

PLEASE NOTE: EXHIBITOR SET-UP FOR ATRIUM IS STARTING AT 11:00 AM ON SEPT. 17TH WITH
FORMAL OPENING OF EXHIBITOR HALL AT 5:00 PM. BREAK DOWN STARTING AT 4:00 PM ON
SATURDAY, SEPT. 19TH.

ALL ACTIVITIES OTHER THAN THE VENDORS WORKSHOPS, CYTOMETRY SUPPORT GROUP WORKSHOP,
ROUNDTABLE LUNCHEON, AND ROCK ‘N’ BOWL PARTY WILL BE LOCATED IN THE EXHIBIT AREA

(ATRIUM)

PLEASE FREQUENT THE VENDOR BOOTHS, AND SHOW YOUR APPRECIATION FOR THE GENEROUS
FINANCIAL SUPPORT PROVIDED BY THE VENDORS WHO SUBSTANTIALLY HELP “PAY THE FREIGHT”
FOR THIS MEETING

LOCATION OF ALL PRESENTATIONS (FRI/SAT): UPSTAIRS CONFERENCE
ROOM FGH
BREAKFASTS

FREE BREAKFAST WILL BE PROVIDED FOR ALL THE REGISTRANTS IN THE EXHIBIT AREA (ATRIUM) ON

FRIDAY AND SATURDAY FROM 8:00 AM TO 9:00 AM UNLESS STATED ELSEWHERE IN THE CONFERENCE
PROGRAM.

LUNCH

FREE LUNCH WILL BE PROVIDED FOR ALL THE REGISTRANTS ON THURSDAY, FRIDAY, AND SATURDAY
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COFFEE BREAKS

REFRESHMENTS WILL BE SERVED IN THE ATRIUM UNLESS STATED OTHERWISE IN THE CONFERENCE
PROGRAM.

EXHIBITOR TECH TALKS

TECH TALK PRESENTATIONS WILL BE IN UPSTAIRS CONFERENCE RoOM FGH ON FRIDAY FROM 1:15
PM TO 2:00 PM

SOCIAL ACTIVITIES

OPENING RECEPTION

e THURSDAY, SEPTEMBER 177, -5:00 PM TO 8:00 PM IN EXHIBIT AREA (ATRIUM)
e DINNER, SOUTHEAST ASIAN BUFFET, AND OPEN BAR (WINE & BEER, ICED TEA & LEMONADE)
e VISIT OUR SPONSORS

ROUNDTABLES

e JOIN SELECTED ROUNDTABLE LABELED WITH THE TITLE OF DISCUSSION TOPIC (DOWNSTAIRS
CONFERENCE RooM BC). THE ATTENDANCE AT EACH TABLE IS DETERMINED FROM THE SIGN-
UP SHEET AT GLIIFCA REGISTRATION DESK AND IS LIMITED TO 10 REGISTRANTS PER TABLE.
FRIDAY WINE & CHEESE HAPPY HOUR

SPONSORED BY METRDY AND SPHEROTECH INC

e 5:00 PM TO 7:00 PM IN THE EXHIBIT AREA (ATRIUM) WITH CHEESE TRAYS AND OPEN BAR.

GLIIFCA PARTY

RoOCK ‘N’ BOWL PARTY AT THE MAJESTIC THEATRE CENTER AND GARDEN BOWL.
SPONSORED BY THERMOFISHER SCIENTIFIC

FREE TO REGISTRANTS, AVAILABLE TO PAID GUESTS.

COMMENCES AT 8:00 PM

PIZZA AND TWO DRINKS COME WITH PREPAID GROUP PACKAGE.

BOWLING

ADDRESS: 4140 W0ODWARD AVE, DETROIT, M1 48201

Q-LINE STOP: CANFIELD STREET
35



DRINKS

e OPEN BAR WILL BE LOCATED IN THE EXHIBIT AREA (ATRIUM) FOR THE THURSDAY OPENING
RECEPTION AND THE FRIDAY WINE & CHEESE RECEPTION

FACILITY/SERVICES

e MESSAGE BOARD: ON EASEL NEXT TO THE GLIIFCA REGISTRATION DESK

OTHER INFORMATION
GLIIFCA WEBSITE

e http://www.gliifca.org

GLIIFCA IS AN ISAC-ASSOCIATED SOCIETY
NAME TAGS AND EVALUATION FORMS

e REMEMBER! BEFORE LEAVING, PLEASE FILL OUT EVALUATION FORM AND LEAVE AT
REGISTRATION/CHECK OUT DESK WITH YOUR NAME TAG

ADDITIONAL ENQUIRIES, COMMENTS, SUGGESTIONS

e LEAVE MESSAGE AT THE GLIIFCA REGISTRATION DESK
e COMMENTS AND SUGGESTIONS - E-MAIL GALINA PETROVA AT PRESIDENT@GLIIFCA.ORG
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